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Abstract: Objective To investigate the expression and clinical significance of the long noncoding RNA DLX6-AS1 and microR-
346 in the serum of diabetic foot patients.Methods Seventy-two patients with diabetic foot admitted to Nanyang Central Hospital from
May 2017 to December 2018 were collected as the diabetic foot group, 60 patients with type 2 diabetes without diabetic foot who were
admitted to the hospital during the same period were selected as the diabetic group, and those admitted to the hospital during the same
period were selected as the diabetic foot group. Fifty-five healthy volunteers who underwent physical examination were used as the con-
trol group. The expression levels of DLX6-AS1 and miR-346 in the serum of the subjects in each group were detected by real-time fluo-
rescence quantitative reverse transcription polymerase chain reaction (qRT-PCR). Enzyme-linked immunosorbent assay (ELISA) was
used to detect the levels of vascular cell adhesion molecule-1 (VCAM-1), fibroblast growth factor 2 (FGF2) and tumor necrosis factor-a
(TNF-a). Electrochemiluminescence was used to detect the level of interleukin-6 (IL-6) in serum. Pearson correlation analysis was used
to test the correlation between the expression levels of DLX6-AS1 and miR-346 and inflammatory factors in diabetic foot patients. Lo-
gistic regression analysis was used to study the related factors affecting the occurrence of diabetic foot.Results The levels of VCAM-
1, FGF2, TNF-a, and IL-6 in the diabetes group and diabetic foot group were higher than those in the control group (P < 0.05), and the
difference between the diabetes group and the diabetic foot group was statistically significant (P < 0.05). The expression level of DLX6-
AS1 in the control group was 1.01+0.13, which was lower than that in the diabetes group and diabetic foot group by 2.16+0.25 and
3.20+1.03, respectively (P < 0.05). The expression level of miR-346 in the control group was 1.00+0.16, which was higher than that in
the diabetes group and the diabetic foot group by 0.73+0.11 and 0.41+0.08, respectively (P < 0.05), and the difference was significant
between the diabetes group and the diabetic foot group (P < 0.05). With the increase in Wagner grade of diabetic foot patients, the ex-

pression level of DLX6-AS1 was significantly increased (P < 0.05), and the expression level of miR-346 was significantly decreased
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(P < 0.05). The expression of DLX6-AS1 was positively correlated with FGF2, TNF-a, and 1L-6 (P < 0.05), while miR-346 was nega-
tively correlated with it (P < 0.05). The expression levels of DLX6-AS1 and miR-346 were related to diabetes risk factors for foot devel-

opment (P < 0.05).Conclusions The expression of DLX6-AS1 in the serum of diabetic foot patients was increased, while the expres-

sion of miR-346 was decreased. Both may be involved in the occurrence and development of diabetic foot and may be used as molecular

markers for clinical diagnosis.
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