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Stability Study on Standard Strains in the Burkholderia cepacia Complex (Bcc)
Inspection Method to Be Included in the Chinese Pharmacopoeia
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Food and Drug Control, Beijing 100050, China)

Abstract Objective: Using the existing methods of microbial classification and identification techniques to
investigate the cryopreservation and passage stability of the standard strains selected in the test of Burkholderia
cepacia Complex in the Chinese Pharmacopoeia. Methods: A Bcc standard strain ATCC25416 in the USP43-
NF38 Bec inspection method was selected as the control strain. Three candidate standard strains and one control
strain were selected as the test strains, then the colony phenotype, Biolog biochemical identification system, 16S
rRNA gene sequencing and RiboPrinter automatic genetic fingerprinting analysis were performed on samples of
these experimental strains cryopreserved for 0.5, 1 and 2 years and passage samples for 6 consecutive generations.
The BioNumerics 7.6 software was used to perform the cluster analysis of the fingerprint data. Results:
Subsequent to the cryopreservation or subculture of test strains of Burkholderia cepacia Complex, the phenotypes

of the strains had no significant difference. The Biolog biochemical identification results of the strains were all
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Bcece. Although there were slight differences, the key biochemical metabolic properties of the strains were stable;

at the same time, the 16S rRNA sequencing results were consistent and the ribotyping bands similarity values of

each strain were greater than 0.95. Conclusion: Within the freezing storage time and passage times investigated

in this study, the phenotypes and genotypes of the these three standard strains included in the test of Burkholderia

cepacia Complex in Chinese Pharmacopoeia are relatively stable.
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