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1 ncRNA B & Z4En

FLAZAE W A 2970 47 10 3 PR 2 e s B
B, RT3 L K 5 5% 77 ) & neRNA ., ncRNA
R PRENBAR 7T 49 A 26 1 RNA AR RNA (circular
RNA, citeRNA )™, 2tk RNA MRE A B A4 Ry K
B 25 RNA (long non—coding RNA , IncRNA ) Fl 44 £%
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