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it WA 2L A) B9 40 A A0 R FE A A TF] . S Arg/ Arg JE R85 A0 LA 194 07 05 Trp/ Trp 3% R RS 35 B0 98 19 & 28 KUBS A T %
iR AZEF LT L (OR=0.41, 95% CI1:0.08~1.65, P=0.21), 194 {3 s HAth 3 PR B DL Tz 399 {7 5 4% Jk R 700 %of 5 0 o
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Polymorphism of XRCC1 gene and its relation with genetic susceptibility of nasopharyngeal carcinoma in

Chinese living in Jiangsu, Zhejiang Province and Shanghai
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[Abstract] Objective To study the polymorphism of XRCC1 gene and its relation with genetic susceptibility of the

nasopharyngeal carcinoma (NPC) in Chinese living in Jiangsu, Zhejiang Province and Shanghai. Methods A case-control study
was performed with 87 NPC patients and 94 healthy controls of Han nationality in Chinese living in Jiangsu, Zhejiang Province
and Shanghai. The two groups were matched by sex and age. PCR-RFLP technique was used to explore the relation of different
XRCC1 polymorphisms with the susceptibility of NPC. Results The frequencies of the genotypes of XRCC1 Argl94Trp and
Arg399GIn were similar between NPC and control groups. The risk of NPC individuals with the Trpl94Trp genotype was
reduced compared with that in those with Argl94Arg genotype. but with no significant differences (OR=0. 41, 95% CI.0. 08-
1.65. P=0.21). No association was observed between the genetic susceptibility of NPC and other Argl94Trp variants or all
Arg399Gln variants. Conclusion Our findings suggest that the polymorphism of XRCC1 has no association with the risk of
nasopharyngeal carcinoma in Chinese living in Jiangsu, Zhejiang Province and Shanghai, but the Trpl94Trp variant genotype
may be associated with a reduced risk of NPC.
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gene, XRCC1) J& DNA VISR B E Rg 0y B2 H
BT, #E XRCCL 3k & Bl 3 4~ SNP 7 #5 (
Argl94Trp. Arg280His Fl Arg399Gln)"*, H
194,399 0 1 19 3% IR 22 25 0 0T RE 5 22 Rl iRt 19 2%
FASEE L H 399 A 5 £ 25 M T R 5 S W 9 1Y &
WA B TR IE B 45 IR — B e T g S
WX G2 1 N A AS 5] R I 366 R0 3R A BT 22 S
x, HETMIGR FH E VT # i X A XRCC1
SR Z A5 B By A O R IO IRGE . AR ST R
FHBR i A B K B 2 25 M R A i BE LY (PCR-
RFLP) H AR X XRCC1 194,399 7 #5 FE K 2 745 1 it
4G T AN A A AR TR TR U b XD B R
XRCC1 5 89 by BVE M C R

1 #MRITE

1.1 #Rxs% 201241 H&E 20134 9 Atz T
B AR R A AR 12 e H- S5 W AR 1 5 WA o R I
87 il , I Bk 52 i, Lk 35 B, KRR 37~
76 % ,F¥I(58.5+419. O %, BEYNIUK, KR
FEAE VLW 1 DX, 9 B 92 W7 4 30 Sy 5 R 440 g L 3L
HS a4k 50 1, a4k 37 1, e BRI PR BT E P
23 (NCCN) 2010 4F 3k AL M TNM 73 28 bR i, 87
B E T TONoM,29 #1 (T, 15 B, Ty, 14 #1), ToN,
M, 26 i, T, Ny M, 19 i, T, Ny M, 11 ], T3 N, M, 2
il B2 Sy 9 S i A R AR L B L 3 SR DU
0] J A R T D M X, S 94 ), Hoh 53k 58 i,

M 36 Bl AR 35~70 % L F ¥R (55, 6 +20. 2)
&, B A S O REAL AR M 25 g
B (P>0.05) A EAT

1.2 DNA #BRAMAL  F— 250 XF G 4l A A
Jki 4 mL, >R I8/ S 05 5 e K & B T0TE I Oy
90 T MR 9 £ 6 HR AR R I DNA L, R FH 3655
WPl HE B 4lifk DNA,

1.3 314kt ARYE XRCC1 JE R £ 25 Pk 5 AR
J7 B 3 R 51, I Primer 5. 0 #0431 PCR $ 4
19, 51 AR AR B2 B 2 4 B TR 20 2 S0 0w A
JERP B W FE S Argl94Trp. FiF 5'-GCC CCG
TCC CAG GTA AGC-3', Fiif 5'-AGC CCC AAG
ACC CTT TCA-3'; Arg399GlIn; L 5-TTG TGC
TTT CTC TGT GTC CA-3', Fi#f 5'-TCC TCC
AGC CTT TTC TGA TA-3',

1.4 PCRAE B ZZEB BF&MH PCR VKR,
ddH.0O 20 pL,10 X PCR(H & Mg” ") Z i 2.5
pLs 10 mmol /L ANTP 1 L., Taq B 0.5 pL( 5U/
pL) o BRI 0.5 wl ( 20 pmol /L) ,DNA
BEHZ 1 L ( 500 ng) . PCR ¥ FE)JP . 94. 2°C AR
P 3 min, 94. 5CAEME 40 s—iE k 40 s, IR E R
60°C—>72°C #EMH 40 s, 3 39 NMEIH, i JG7E 72°C 4
£ T AEf 5 min,
1.5 DNA}?»% oA LL10 IR DNA FEA R
B . 5 PCR 3. 3613 XRCC1 2K Argl94Trp .
Arg399GIn o7 £ 19 15 1 K /NG5 53l R 466,497 bp, £ 35
IR O J P VAR I 25 R AT TUT . Y 2R T AT
o PRVE SO B BT B 57, fl 48 BORL, ABI 3700 % DNA
WA EAT FE B2 DNA W, 0¥ 5140 T7. SP6,
45 5k F DNAStar 4 43 81, 9+ 5 GenBank #f
17 BLAST e,
1.6 %itsa KA SPSS 13. 3 #1741t
M. RF Mann-Whitney ¥ 56 #8800 & 4H 5
X BRZH 22 ) A AR 20 A 22 5 R D o P 4G 6 LE A D)
O34 2 5. ] HWE 8F % 1 Hardy-Weinberg
S DRI 5 G R S B A REARR . A5 Al
5 DR A0 5 0 45 A PR % L R ] o K 9 (Pear-
son Chi-Square) 5 Fisher’s #i¥I Rk, IR &M
logistic [M1IA 15840 X G B B A HE COR) M 95 %6 7]
{5 X B (CD o 43 B7 45 Fh 35 PR AL 55 5 0 i % A= 14 A 6
PE. KB KHE ()l 0. 05,

2 7 R

2.1 XRCC1 Argl94Trp A B A 5 A& & 5 & B &6
k% HFE AW BT Arg, Trp 507 3 AR
RPN 67. 8% .32. 2% XL Arg, Trp %43 3
DA 3 50 62. 8% .37. 2% , AL #B LA Arg/ Trp %
RIAY Ry F, 43 A0 45 R A FF A Hardy-Weinberg - i
(P=0.03, " Kr %), LWL 3 il B R AR 5 Xt
HRZAAR [ 22 5 B G125 3 L (P=0. 40) , 45 Rl B [
RULE S R 8 4 RN B2 v 1) 20 A R AT L3, R IR AT
Trp/Trp JER B F S5HEAF Arg/ Arg JEI M AR, B
Wk 98 119 5 A XU A T e A H 22 S TE e 12 1 L (OR=
0.41,95% CI.0.08~1.65, P=0.21), Arg/Trp FEH
5 Arg/ Arg BRI BIAR LY , S MRS 1) 2 A IXURS: T ) 4
%5 (OR=0.82, 95% CI.0.44~1.52,P=0.52),
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2.2 XRCC1 Arg399Gln A B & 5 & 5 # 8 & 6
X% WMFE1IAW,BWEAT Arg, Gln 557 3 H
BRI A 81.0% .19, 0%, X B4l Arg, Gln %
7 B US43 3 R 84. 0% .16, 0%, AL #R L Arg/
Arg HEPR B Ry F, 531 045 G Hardy-Weinberg
P (P=0.96, " K2 d0) , SRR 3 Ak P AU AR

SXFHAARLL 22 R RS E L (P=0.73), X4
ol 35 [R] TR0 7 5 MR 93 2L R Xt R 2 HP G 40 A R AT L A
HEAF Arg/Gln 3 H DL & Gln/Gln 3 K R 5 #7457
Arg/Arg 3K BUAH LY L B R0 09 & AR XURS: 22 57 JE 46
2B L (OR=1.20,95%CI:0.63~2.30,P=
0.58; OR=1.69,95%CI: 0.25~14.97,P=0.59),

*1 EWEAFMNEAXRCCI EREEERESBXE Z BRER

TR 9 20

X R 4

HE P (N—=87) (NZo1) OR (95%CD p
XRCC1 Argl94Trp
Arg/Arg n( %) 34(39. 1) 31(33.0) 1
Arg/Trp n( %) 50(57.5) 56(59. 6) 0. 82 (0. 44-1.52) 0.52
Trp/Trp n( %) 3(3.4) 7(7.4) 0.41 (0.08-1.65) 0.21
Allele of Arg (%) 67.8 62.8
Allele of Trp (%) 32.2 37.2
XRCC1 Arg399GIn
Arg/Arg n( %) 57(65.5) 66(70.2) 1
Arg/Gln n(%) 27(31.0) 26(27.7) 1.20 (0. 63-2. 30) 0.58
Gln/Gln n(%) 3(3.4) 2(2.1) 1. 69 (0.25-14.97) 0.59
Allele of Arg (%) 81.0 84.0
Allele of Gln (%) 19.0 16.0

3 4 it

B AR 225 LA BT S O R A L 3R
7 Hb DX S 1 A9 PO A e R XY R A
98 XRCC1 F& 1 2 450 5 S 93 & 9 19 41 56t
B 4 AN [) e 3ol R A 8 AR A Ay 2 ST PR A 43 T
WHASRRZE X, AOERR, AT 194,399 i
HLXRCC1 Arg280His £ 545 DNA B & fig
FVRIE K KR BN Bl T 280 f i R 248
MR A AT AR T DA AE A S5 v, AR BIF 5 %
XRCC1 B 194 1 399 7 52047 T HF5E .

A 5% 45 S R, R VT W U b XD B
XRCC1 R Argl94Trp. Arg399Gln £ &0 4
5 AR DX R NI R A 3 DX R AR B T 36
B CRRUH RO ED B N CBE A W] W 22 U0 399 A AR
Arg/Arg F [F AR R 76 W A BERE R, ol 50% ~
70% BRI NFERAK, N 40% ~50% 5 Gln/Gln K
WZ W FRRE AR N 9% ~13%, W A BN
5%~8% 1 H A UL, Arg194Trp. Arg399Gln
7 1R R IR 22 25 P AR AE P T R IX 25 57

A 5% 45 R R, B R VW U b XD N B
XRCC1 K 194 7 A5 3 FpJE A M Arg/Arg,

Arg/Trp. Trp/Trp LA K 399 i 5 ¥ 3 Fb 3L [K Al
Arg/Arg.Arg/Gln, Gln/Gln 7£ 5 W 58 241 F1 %5 B8 41
PRI, KM ER LGRS, K
i 7% 45 S & B /R, XRCC1 3 Argl94Trp,
Arg399GIn i pi 2 A0k 5 5 IR 5 B JC B I AH 5
P 3X 5 R A 4 T 1 S A R B b 3R G5 9 E 1 A G
PERIFGE 25 101 I A8 58 4 — B0, SR X L 45 i ik
DAL TR s L KT B v i AL FR AT & B, 194
(A5 AT Trp /Trp i PRRL & R 09 & AR LB, 5
#EAF Arg/ Arg BEPRIBUAH LA FTREAIR (OR=0. 41,95 %
CI1.0.08~1.65, P=0.21) . BRAHZFEAGII¥E
SCARGE G ARIESCHR T 194 7 &0 Trp S50 3 K AT B
X DNA #5305 A B4 4F i 4518007 3 AT 194
BL AR Trp 45007 & R Bl B R AR S5 MR 9 24 g XUIG:
4, Huang % MR 2 W 58 64T meta 4307, K R
399 17 s Gln 857 ik DX AT BE 18 o ek A 98 1) K 9 IR
By L 3X — RUTEARE ST P R A BIIESE

FH AN (7] o AN ) b 3 =22 ] 1) 5 D] A0 23 T i A7
FE 25 5 A HEGE R 98 NRESY g DU N, B4R T A
YL HiL XL P 028 R 3R AT B R 5 ORI o 4
H5HMARERA -BWEHNZ —, S AR
AN CARBEALARE B9 TR 4% R R A P 3R A T
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RESCMBFTE 45 I, MIEM R R ZH R Zikmdt
vl £ FH A 45 21 . AS [m) S50 90 7 18 51 ke AN [R] 2 2 1
DNA 52453 , 5 PRI (¥ AH AR F A ] B8 6 S 0 19 K A R
JE R BIER ., I, XRCCT FE R £ 25 P X T & A
YA I SR E AN NN = 2 N DR
W FT AT 50 UE , b5 2 41 M~ 55 35 el BF 5% 36 A7 3 —
LI,

4 FEmmp=R
Jr A e 7 A SOR W AT A F] 25 v 22
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