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A Brucella melitensis bv.1 str.16M

Brucella suis ATCC 23445

73

@ Brucella melitensis JS-2015-3
A Brucella melitensis bv.3 str.Ether <

Brucella canis strain RM6/66
Brucella pinnipedialis B2/94
——————— Brucella ovis ATCC 25840
Brucella microti CCM4915

@ Brucella melitensis JS-2016-6 ~
@ Brucella melitensis JS-2015-13
@ Brucella melitensis JS-2015-9

65| @ Brucella melitensis JS-2015-8
@ Brucella melitensis JS-2015-4
Brucella melitensis ATCC 23457
@ Brucella melitensis JS-2011-1
A Brucella melitensis bv.2 str.63/9

> Group A

> Group B

Brucella ceti TE10759-12

0.0002

Brucella abortus 140M _J
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