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Association of genetic polymorphisms of IL-13 and risk of laryngeal cancer
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[Abstract] Objective:To investigate the association between single nucleotide polymorphisms of IL-13 gene and susceptibility to
laryngeal cancer in a Chinese population. Methods: A case-control study included 111 laryngeal squamous cell carcinoma (LSCC)
patients and 340 cancer-free controls. Genotyping of the polymorphisms located at the 3’ untranslated region (UTR) of IL-13 gene
was conducted using MGB TaqMan Probe Assay. Logistic regression model was used to assess the contribution of genetic effects on
the development of laryngeal cancer. Results;Individuals with 1L-13 rs1295685 TT/CT genotypes had a increased risk of laryngeal
cancer (adjusted OR = 2.00,95%CI;1.23~3.27,P = 0.005). Particularly among younger patients (OR = 2.72 and 95%CI;1.40~
5.28),smokers (OR = 2.07 and 95%CI;1.19~3.58) ,drinkers (OR = 1.96 and 95%CI:1.03~3.73) and those without a family history
of cancer (OR = 2.01 and 95%CI;1.18~3.41). Furthermore,compared with those,who were both nonsmokers and CC carriers,
significantly increased risk was observed in those,who were smokers and TT/CT carriers (OR = 6.48 and 95%CI;2.77~15.14). The
similar situation was found in drinkers (OR = 7.35 and 95%CI.3.15~17.12). No significant relationship was observed between
rs1295685 polymorphism and progression of laryngeal cancer. Conclusion:The polymorphisms of IL-13 gene may play an important
role in the etiology of laryngeal cancer.
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Table 1 Frequency distributions of selected variables 4 )
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Wi@%ﬁ o) batsio) 2.72,95%CI:1.40~528;0R = 2.07,95%CI;1.19~3.58
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AT 1(0.9) SRR (0 ] + T 1) Sz i i (T + T
LIREL] 67(60.4) B+ VD) BB A RGN (1.2 ) &
IR 36(32.4) RPN (3 ) . A5 R TE R R R A AR
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Table 2 Genotype and allele frequencies of the rs1295685 polymorphisms among LSCC and controls

LAY SR I2H n(%) XHHEZH n(%) P{H* P OR H " 959%CI" PAH"

151295685 111 340

cC 49(44.1) 197(57.9) 0.034 1.00 Z

CT 51(45.9) 122(35.9) 1.96 1.18~3.28 0.010

TT 11(9.9) 21(6.2) 2.40 0.91~6.30 0.076
TT/CT 62(55.9) 143(42.1) 0.011 2.00 1.23~3.27 0.005
T allele 73(32.9) 164(24.1) 0.010
C allele 149(67.1) 516(75.9)

a KL RS A IR AR X2 K5 5 b . 7 Logistic [0 )57 v B AR S WA | IR B G S A% O

1.94,95%C1;:1.16~3.24) , T 7E 3= 1 26 i 0 s 40
HRINR K IRGE T 225 5, 43 AR R ARG R
XTHE IR B A S R A B 2422 57 PR i AW Sz B 19 2 5 %oF WL 1) 3 PR R A A7 A
A7 15 FE PR 22 2 1 T BB IR 1) 2 R TGSk it p 255 (P = 0.034), JEREARNS WOHA R B i

RIS &
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Table 3 Stratification analyses between rs1295685 polymorphisms and risk of LCSS
1% cC TT/CT .

o GRBLAE) ORI oeblapgy L0 TIRORMOsECH PR
(%) TT/CT vs CC

<62 61/163 23/100 38/63 0.002 2.72(1.40~5.28) 0.003

> 62 50/177 26/97 24/80 0.725 1.33(0.63~2.81) 0.456
WA 1B

& 16/147 8/98 8/76 0.626 1.81(0.60~5.44) 0.292

& 95/166 41/99 54/67 0.010 2.07(1.19~3.58) 0.010
PRI B

&= 34/233 14/130 20/103 0.110 2.07(0.96~4.49) 0.065

5 77/107 35/67 42/40 0.021 1.96(1.03~3.73) 0.041
P

Jo 81/314 34/178 47/136 0.018 2.01(1.18~3.41) 0.010

H 30/26 15/19 15/7 0.078 1.68(0.42~6.67) 0.460

a FE P RS A SRR AT X2 K5 5 b . 7 Logistic M )45 v B AR % WA | IR B G S A% L

x4 MW RGBS rs1295685 fi S SN ZEIERST

Table 4 Interaction analyses of re1295685 polymorphisms and risk environmental factors

A LAY g i 21 X HEAH PH*® % OR fH(95%CI)"
AR cC 8 98 1.00(Z18)
AR TT/CT 8 76 0.626 1.81(0.60~5.44)
Wz CC 41 99 <0.001 3.17(1.32~7.62)
2 A0H TT/CT 54 67 <0.001 6.48(2.77~15.14)
P 0.833
A cC 14 130 1.00(Z18)
A TT/CT 20 103 0.110 2.07(0.96~4.49)
el cC 35 67 <0.001 4.03(1.84~8.80)
el TT/CT 42 40 <0.001 7.35(3.15~17.12)
PH 0.771

a3 IR A3 AT AT IE XS A5R X2 K505 b« 78 Logistic [BIERR 5 BLAR RS WA AT B ZR05 S 0 5 o WO (R B A5 ) 45 38 K R (TT/CT 8§
CC)HAHIRIE BAEH ;d . TR G2 ) 5L E A (TT/CT 5% CC) ARSI HAEH .

x5 WBESH SEEERBIHAILR
Table 5 Associations between the rs1295685 polymorphisms and progression of LSCC

! CC TT/CT PAE * gy JE OR (H(95%CI)" sy  P1H® JEE OR fE(95%C1)"
Xt FRZH (n=340) 197 143 1.00(Z=MH)
S (n=111) 49 62 0.011 2.00(1.23~3.27)
Wiz’ 1.00
1% 41 52 0.017 1.94(1.16~3.24) 0.978 0.91(0.32~2.60)
=1 8 10 0.259 2.21(0.79~6.21)
A 1.00
3 10 20 0.009 3.17(1.36~7.40) 0.163 0.52(0.21~1.26)
= 39 42 0.111 1.71(1.00~2.94)

a KL RS A FIEIEXT AT X K5 5 b . 7 Logistic M JAAS7 v B AR IS WA IR B G S 7 L

SR AN R T, 157 CT 55 TT HE[ B Mg &
I AU S 38 B T CC LRI (OR = 2.00,95%
CI:1.23~3.27,P = 0.005), A7 EH KEWT T

rs1295685 i1 i MIMkIE 15t 12 By S (R SR , 1T AR
RTINS T B, iz
A B SR A A MR A P e SR R B A PR AN S8 429
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