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Preliminary Screening of Differential Expression of Circulating IncRNA in Serum of Asthmatic Patients. Li Bowen, Gao Zhuo, Liang
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China

Abstract Objective LncRNAis selected for the differential expression of serum of asthmatic patients, in order to find a new mo-
lecular marker for diagnosis of asthma. Methods We collected serum of 50 cases of asthma patients and 32 cases of healthy volunteers.
We choose 17 kinds of circulating IncRNA to test,inclduingHULC,PRNCR1,TUSC7,PCGEM1,PCA3,TUC338 ,MEG3,UCA1,PTENPI,
SNHG16 ,MALAT1,THRIL, NAET1, Lnc — IL7R, GAS5, MIR155HG, TUG1. Real - time quantitativepolymerase chain reaction ( RT -

qPCR) was used to find differential expression of serum. Results The 17 kinds of IncRNA screening showed that the expression level of

IncRNA PCGEM1 in serum of asthmatic patients was significantly lower than that in normal subjects. Also, GAPDH was used as internal

reference, stably expressed in IncRNA screening process. It had no relation to age, gender and disease incidence. Conclusion The ex-

pression of IncRNA PCGEM1 in serum of asthmatic patients may be a novel molecular marker for clinical diagnosis of asthma. GAPDH can

be used as the reference of circulating IncRNA screening.
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