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GEEY BB R 4R Coa R A4 DRV A IE(SFT) W X B T REATAMNEH T ERLEAEA,
Tk @B 2017 F~2021 F Rk E ) SFTS &% . 3% SFTSmE s B . ¥ A s AR EA=73).T54
n=21)  EEBM(n=28), 2 EBH—HGRTH. LB FTHETIRIFHITHEESH,4 A Pearson & Spearman 48
¥t AMR Coa b5 BT & 547,18 A iE 4 3) & 5 # (GEE) k#4570 A7 4Kk Cha 69 T AL 4 A %X & T AE 4% 42
(ROOWE T @RIFAMHE Chaxt ThRBEEREFRFEHHEN, GR FTRAFLEREAG LGk CakTFREZ
FiEM,SFTS & F 694Kk Coa KF 5 1L-6 2 E48 % M (r=0.246,P=0.0024),1%5 TNF-q K F £ E48 % (r=0. 261,
P=0.0017),5 ® &5 K-F 2 EA %X (r=0.4757,P<<0.001), 4Kk Coa t93h A5 W B =4 % 69 4h Kk Coa KF 2
HEFH AT EFKF  MERELGAK Coa R-FERAKFE THOLL, L ERAEFWAM CCa K FHLEETH
1%, AME C5a Fiml SFTS sk 9% = €42 B 69 AUC th & F @A 4 0. 9332(95%CI:0. 8438~0. 9692, P<C0. 001) , 7 @] SFTS
e AUC i & @ A2 4 0. 8946(95%CI:0. 8218~0. 9341, P<<0.001), £ A4k Coa 5 7 SFTS & F M £ m B F
R, T AR L TAM SFTS W mm ™ ETRERE .,
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The involvement of complement CS5a in inflammatory cytokine storm and

its prognostic value in severe fever with thrombocytopenia syndrome
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[Abstract] Objective To investigate the role of complement C5a in inflammatory cytokine storm of severe fever
with thrombocytopenia syndrome (SFTS) and predict the severity of disease. Methods Patients with SFTS admitted
from 2017 to 2021 were retrospectively analyzed, and their general clinical data and laboratory test indicators were
analyzed. Pearson or Spearman correlation test was used to analyze the changes of complement C5a and laboratory test in-
dicators, and continuous dynamic analysis (GEE) was used to analyze the changes of complement C5a. Area under the
Receiver operating characteristic (ROC) curve was used to assess the effect of C5a on disease severity and prognosis.
Results The level of complement C5a in the severe and critical groups was significantly higher than that in the general
group (376.2+66.4, 404. 2£75.3 wvs 220.47£45.34), and there were a positive correlation between the complement
C5a level and il-6 in SFTS patients (r=0. 246, P=0.0024), a positively correlation with TNF-q level (r=0.261, P=
0.0017), and a positively correlation with severity score (r=0.4757, P<<0.001). According to the dynamic analysis of
complement C5a, the complement C5a level of the normal group showed a dynamic balance, lower than the normal level,

while the complement C5a level of the severe group showed a continuous downward trend, and the complement C5a level
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of the critically ill group remained high. The AUC curve area of complement C5a in predicting the severity of SFTS was
0.9332 (95%CI: 0. 8438-0. 9692, P<<0.001), and the AUC curve area in predicting the prognosis of SFTS was 0. 8946

(95%CI: 0.8218-0. 9341, P<C0.001). Conclusion

Complement Cba is involved in the inflammatory factor storm of

SFTS patients and can effectively predict the disease severity and prognosis of SFTS patients.
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Table 1 Comparison of baseline data of SFTS
FELLGORL BREH (n=73)  FIEH(n=21) fEEIEH(n=28) P FELRYOR RIEH (n=73) EIEH =21 fEEMEH(R=28) P
LS IED) 60.45+8.78 66. 4410, 47 69.3+12.31  0.0412 |AST 155.27435,40  215.3+43.40  266.40£52.10 0. 0062
KIREABEHREI(D  6.43%1.32 8.34+1.45 10.23+1.34  0.0328 ||ALB 34, 97+6. 43 31.20+5.46  28.50+5.23  0.0002
L AN ¢ 0€0. 00) 0€0. 00) 28(100.00)  <<0.0001||LDH 958. 674232, 30 1534. 004364, 20 1673. 804464, 20 0. 0002
1 /MR 75.054+16,43  73.20+15.20  67.30£14.20  0.3439 ||C WA 20.98+4, 54 24. 305, 43 25.3445,18  0.2962
14 g 2.67+0. 67 2.48+0. 47 2.2140.46 0.752 ||CKMB 26.10%6. 30 36.40+7. 40 44.3047.67 <<0.0001
e A 2 1.7940. 45 1.6340. 39 1.5640. 40 0.437 | Cr 75.59+16.32  147.20+24.30 202.40+33.10  0.0013
T L 40 i 0.63+0. 14 0.43640.12 0.37+0.12 0.0304 |C5a 220.47445.34  376.20466.40 404, 20475, 30 <<0. 0001
JilEAR: A= 123.50+35.30 117.3+32.10  114.20+28.90  0.058 |16 18.50+4. 76 38.20+8. 87 62. 30413, 45 <<0. 0001
D&k 2.31+0.53 4.23+0.88 5.38+1.03  <<0.0001 || TNF-« 8.6+1.89 11.13+3.23 18.3443.68 <<0.0001
APTT 32.40+8. 43 45.2+9.78 58.2+12.43  <C0.0001 ||ifiL4h 137.2049.30  134.20+8.40  133.60+10.20 0. 684
ALT 74.70+£16.78  125.3+26.40 146, 2+32.30 0.0216 | If15% 2.13+0.23 2.07+0.17 2.10+0.19  0.615

®2 AMECSa EXBREEFEXEST

Table 2 Correlation analysis of complement C5a and laboratory index
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Complement C5a level in different groups and the correlation between complement C5a level and severity score

TE AL AR 5 9 7™ T B4 5 B #bMA C5a 5 SETS ™ 5 BE D3 AR Gk 43 47 5 C. S R 20 A AR Coa KPS 284k . SRIEH . D P <0. 05

2.4 FMA CSa Xf T SFTS i35 %50 /™ & 72 1 Al s
AT FATEH ROC i 4k 314l #hMA& Coa 1 4 1
W SFTS f% ™ 8 B R W5 /30 [ & . #MA Coa
i SFTS ¥ ik /™ 8 & B2 1y AUC i & F A
0.9332(95% CI:0. 8438 ~0.9692, P<C0.001), 75 jill
SFTS #i J5 () AUC fh £ 185 FL 24 0. 8946 (95% CI.
0.8218~0. 9341, P<<0.001), L& 2,
3 itig

SETS J& —Ffr e 13 J& 055 27 1k e = 350 7 B A% e

Ji%

9N

T % 40 DR, e DX BT T T R N B 1 R
MRl E, RENTAESRWZHET
R S8 SFTS BESET- A — A EmEJFEE O, £b
A Coa 2 — i i 2500 B 8 I 7 590 1T L3R5 o Pk 4
L PR 0 L P A TL-6 . TNF-o 25 2 & 7. 2
HROK Y1 RAEH 7 K EWAEN. 3A X F SFTS
WIR YT » 22 LA RETR YT S 32 1 JC 5 A0 1% 2 v R B 9
BELG W) A HIE 5 38 2 [ B 23 2017 ~ 202 14F R 5T
Bl R IS B 1 B Wi B9 SFTSH 3, 20 o i R 22 30 Al



WG EF 2022 F 12 A % 34 %% 124 Med ] West China,December 2022, Vol. 34,No. 12 . 1775 -

AUC=0.932,P<0.0001

1 1 1 I 1
0.00 0.20 0.40 0.60 0.80 1.00

145 5 1t ®

AUC=0.8946,P<0.001

0.00 ¥ T T T T 1
0.00 0.20 0.40 0.60 0.80 1.00

14 5 )3

B2 #hE CSaxt FHRBMEEREMBGENTNNE
Figure 2 The predictive value of complement C5a for disease severity and prognosis
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