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[ Abstract | Objective: In this experiment, both internal and external seed-borne fungi from four batches of licorice
(Glycyrrhiza uralensis) seeds were isolated by culturing on potato dextrose agar medium. Methods: Identificaiton of the
isolated fungi was conducted by morphology observation, and 16 S ITS PCR sequence amplification. Licorice seedlings were
inoculated with the fungal isolates for pathogenicity test following Koch’s postulates. Results; The results showed that the
external seed-borne fungi were mainly Penicillium spp. , Aspergillus spp. , Alternaria spp. , Cladosporioides cladosporioides
Mucor spp. , Rhizocionia solani. The fungi seed carried internally included Penicillium spp. , Aspergillus spp. , Alternaria
spp. and Fusarium oxysporum. There were significant differences in the fungal amount and species between different batches of
licorice seeds. There was a positive correlation between the fungal amoun on the external seed and the seed internal infection

rate, which indicated that the seed internal infection rate could be predicted by the external fungal amount on seed.
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Pathogenicity test confirmed two pathogenic fungal isolates, R. solani and F. oxysporum. Conclusion: This study provides

basic data for developping treatment for licorice seed to prevent seed-borne diseases.
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