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[Abstract] Objective To /defermine the -association between U2-dependent spliceosome
related 8 key genes and hepatocellular ‘cancer (HCC), Methods ‘A two-stage case-control study was
conducted. Twenty-two candidate tag single nucleotide polymorphisms (tagSNPs)-were genotyped by
TagMan Openarray assay in a screened population that living in Central China (378 HCC incident
cases and 461 controls). Frequencies of 4 SNPs (rs2074733, 159608886, rs7288947 and rs5994293)
showed significant difference between cases and controls in the screened population and then
genotyped by TagMan real-time polymerase chain reaction in the validation Chinese Han population
from Beijing (428 cases and 647 controls). Results The rs5994293 in SF3A1 gene showed a
significant association with HCC in both screened population and combined population. Subjects with
G allele had a lower risk of HCC, compared to those with the TT genotype. OR appeared to be 0.70
(95% CI: 0.58-0.84, false discovery rate adjusted P=0.000 5) for the combined population. An
additive interaction between smoking, drinking alcohol and rs5994293 TT was observed in HBsAg
negative subjects of the combined populations. Conclusion Our results showed an association
existing between SF3A1 rs5994293 and HCC. These findings should be confirmed by further
independently large-scale population studies and functional analysis.
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A SNP F R 7Y fj ;J%) éﬂ‘iiﬂ]) OR{E(95%CT)’ P{E" FDR-P{H"
PRPF40B 154073998 AG+AA/GG 59/319 59/402 1.39(0.84 +2.29) 0.198 0.410
PRPF40B 158626 AG+GG/AA® 57/321 637398 1.35(0.83/~2.22) 0.231 0.428
SF1 15474707 CT+TT/CC* 243/135 276/185 1.20(0.83'~ 1.74) 0.321 0.513
SF3A1 1512484880  TG+GG/TT" 68/310 73/388 1.14(0.72 ~ 1.82) 0.579 0.730

152074733 CT+TT/CC* 173/205 3134148 0.36(0.25 ~ 0.53) 1.33E-10 <0.000 1
1s5753081 CT+TT/CC* 26/352 22/439 1.21(0.57 ~ 2.57) 0.626 0.756
1s5994293 TG+GG/TT* 132/246 234/227 0.42(0.29 ~ 0.61) 5.19E-06 <0.000 1
157288947 CT+TT/CC® 907288 165/296 0.54(0.41 ~ 0.72) 2.12E-04 0.001
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SRSF1 1$2233911 AG+GG/AA 162/216 164/297 1.13(0.78 ~ 1.62) 0.523 0.717
18819 CT+TT/CC* 24/354 24/437 1.15(0.53 ~ 2.46) 0.725 0.792
SRSF2 1$237059 CT+TT/CC* 10/368 5/456 2.75(0.66 ~ 11.54) 0.166 0.401
U2AFI1 151789956 GA+AA/GG* 36/342 51/410 0.67(0.38 ~ 1.21) 0.185 0.410
U2AF2 1s310441 TG+GG/TT" 202/176 249/212 1.07(0.75 ~ 1.52) 0.730 0.792
1s310445 TC+CC/TT® 132/246 161/300 1.18(0.81 ~ 1.70) 0.387 0.561
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152074733 CT+TT/CC 302/126 437/210 1.14(0.75 ~ 1.73) 0.544 0.717
1s5994293 TG+GG/TT 178/250 289/358 0.66(0.44 ~ 0.99) 0.042 0.116
157288947 CT+TT/CC 105/323 157/490 1.04(0.66 ~ 1.64) 0.866 0.897
1s9608886 TG+GG/TT 20/408 26/621 1.53(0.65 ~ 3.62) 0.336 0.513
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