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i E B #: ¥ 3 O A0 R R ( MTHEFR ) 35 R C677T 5% iR 22 250 ( SNP ) 55 1 s # ik i i ( SVT )
Sy TR B A

Fik: BEZAE NN R MTHFR C677T SNP 5 SVT A E B0 9] — X FR®FSE, F Stata 12.0
AR A3 T LR R AN AE AL L I 5 SVT [ DG HK I .

gEE. Jhg A 19 B ScHk, LIS 1 194 ) A0 1 988 X BE L SVT 4 g I Bk I A2 (PVT) | Budd-
Chiari £8 5 fF (BCS) 7 & B bk M #2 (MVT) 3 A~ 41, MTHFR C677T SNP & & ¥4 £ # CC vs.
(CT+TT) F (OR=0.51, 95% CI=0.34~0.76, P=0.001) FI #H i #& 7 CC vs. TT F ( OR=0.33, 95%
CI=0.23~0.47, P<0.001) 5 SVT M CHAVER et 24 2 s fERRPERISY TT vs. (CT+CC) &, MTHFR
C677T SNP 5 SVT ( OR=2.27, 95% CI=1.77~2.90, P<0.001) 2 PVT {F#H ( OR=2.23, 95% CI=1.57~3.17,
P<0.001 ) MYSCIRTEA G225 3 SN BRI T vs. C K, MTHFR C677T SNP 55 SVT ( OR=1.84,
95% CI=1.33~2.55,P<0.001 )2 MVT IE.41( OR=1.64,95% CI=1.14~2.36, P=0.008 )i LB A G it#7E L.
%51 : MTHFR C677T SNP 5 SVT Gy J@tk Z A1 CHEPE, #58 TT FEFIAUR T S0 5L K iy ATERER SVT
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Abstract Objective: To investigate the association between single nucleotide polymorphisms (SNPs) at C677T of
methylenetetrahydrofolate reductase (MTHFR) gene and susceptibility to splanchnic vein thrombosis
(SVT).
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Methods: The relevant case-control studies regarding MTHFR C677T SNPs and SVT were collected by
searching several national and international online databases. The associations of the genotypes and allelic genes
of MTHFR with SVT were analyzed by Stata 12.0 software.

Results: Nineteen studies were finally included involving 1 194 SVT patients and 1 988 control subjects. SVT
were divided into 3 subgroups: portal vein thrombosis (PVT), Budd-Chiari syndrome (BCS) and mesenteric
vein thrombosis (MVT). MTHFR C677T SNPs were significantly associated with SVT under dominant model
CC vs. (CT+TT) (OR=0.51, 95% CI=0.34-0.76, P=0.001) and additive model CC vs. TT (OR=0.33,
95% CI=0.23-0.47, P<0.001); MTHFR C677T SNPs were significantly associated with SVT (OR=2.27,
95% CI=1.77-2.90, P<0.001) and PV T subgroup (OR=2.23,95% CI=1.57-3.17, P<0.001) under recessive model
TT vs. (CT+CC); MTHFR C677T SNPs were significantly associated with SVT (OR=1.84, 95% CI=1.33-2.55,
P<0.001) and MVT subgroup (OR=1.64, 95% CI=1.14-2.36, P=0.008) under allele gene model.

Conclusion: There is an association between MTHFR C677T SNPs and SVT susceptibility, and those with TT'
genotype and T alleles may have increased risk of SVT.

Venous Thrombosis; Methylenetetrahydrofolate Reductase (NADPH2); Polymorphism, Single Nucleotide;

Meta-Analysis
CLC number: R364.15

& s F K I F2 ( splanchnic vein thrombosis,
SVT ) f4E [ 1# KA ( portal vein thrombosis,
PVT) ). Budd-ChiariZ &4 ( Budd-Chiari
syndrome, BCS) . &R HFIKINK ( mesenteric
vein thrombosis, MVT ) . ¥ Ik (splenic
vein thrombosis, SPVT) . BE#kiM#K (cava
thrombosis, CT) . F#H ki (renal vein
thrombosis, RVT ) F1H Ath P JIE & bk i # o ik
MM TE BT B J& A4k (liver cirrhosis, LC) .
g s AR EOR AR E BRI . R R ER R R
Blo AR B EU R AU S B A Y A R
L JE T ( methylenetetrahydrofolate reductase,
MTHFR ) 3 [H %48 S BT - Bt 2 R 5 bt &
2 10 RE B IA A R DK AR T i R R 2 —
MTHFR C677T%74 O 4 UE S AT FE R MTHF RIS P Al
Th i ML R BEE R, 25 A TR 26 B Y e kA
e, SR, WAHMTHFR C67TTTHZ TR L
( single nucleotide polymorphism, SNP) 5SVT
oy BANE BIPRIE S, AR SCHEAT Meta g BT DLIIE S
P A JC R

1 ABRE5AFE
1.1 WNSHERIRE

111 ANARAE SCERZSHY SR 6 ) REAE 5T (g f51)
oA SVT B, MR AR A dE SVT 3 ) ;
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i 241 5 %0 AL 0 85 0 R 5 3 R
WIHA o o ] — BIF 5 B e R BUR 2E LSCik . Tl A
FEAR R R 1 5.
1.1.2 FErcAzA BRI GG AT 5T 41 Y SCBRZE 7Y
o 91 20 5 %ok L ) S B 5 e AT TR S A R
S B ffy 8 12 A B 1 SRR
1.2 ®RTE

W 2% 0 Hl P A 2 b AR ) B e SR B
( Chinese Biomedical Database, CBM ) . F1[H
WM 4 SCEPE % ( China National Knowledge
Infrastructure, CNKI) . J7 7 806 | 4%
i, PubMed. Cochrane Library. Ovid.
Wiley Online Library, EBSCO. Elsevier Science
Direct. SpringerBUH A, SCHR A Z B ] 3 D 4
FEE20164FE7 H o SCHECHR I A il D bk i

7 B “Budd-Chiarif% & E" . WM LN
R AT S CMTHFR™ | &R, 3

IR AMIIN “Vein Thrombosis” 8 “Budd-
Chiari Syndrome” |
Reductase” 8 “MTHFR” .
SCEME Sy “E KA " 8 “Budd-Chiarifi &
fiE” o RN E M RRE T . 2N, B
HR” , 9 F AN “Vein Thrombosis” 3% “Budd-
“Methylenetetrahydrofolate

“methylenetetrahydrofolate

“Polymorphism” ; 1

Chiari Syndrome” |

Reductase” . “Polymorphism, Single Nucleotide”

KB A AR
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1.3 ik Sk

H1 244 1 3 4 48 K 36 7 2% 0 A7 B8 12 SOk A
F, RESCE . W 250, H g A RHERR bR
WESEAT IRk, 2 LR — B 3 330 17 A
1.4 BEVER

LG9 SCHR B 55 — AR, BF 9 S BT AE [

ZK R 2 RS R Y S R FE D AL . S
A7 e PR A AR
1.5 X#kREFH

THE 98 A SCHR i ok B2 R AR 6 R TR
#Z (minor allele frequency, MAF ) FIXfHE4H 1Y

JE R BB R A 7S Hardy-Weinberg it & - i
( Hardy-Weinberg equilibrium, HWE) . #HWE
P<0.05, WIZICHR AR H ; % P>0.05, W%
ISR =
1.6 GritF4bE

K Stata 12.05KF i 17 Metad3 Hr o 11505 K
FIHHAE L (odds ratio, OR) K& H95% % 1% X [a]
( confidence interval, CI) FE/n. WRIEIHY KN
P S T, A I<50%, WS RS E, [
B E ROB AL, BT =50%A1 () P<0.10, 5
J Pk WY, N B AL AKO A AY I a Ar R B E AT
fER IR, W FHStata 12.084 31 5 Begg s H 56 Fl
Egger'sty 30 PPl & £t K g K fE o =0.01,

21 XHMKERER

Fie BESCHR ARG R 7 1k R SCHk4 6935, T B It
P R e 5 SR VLR, SV T 191 4 xR 28 1% % )
W1, P AmitranoZE" 0y [a] — 25 — 4 & A [\ i 4
K FEW Sk, ARk SC AT Sy [ — B ]
K FMSCHR, PastafE 7200 ] — B A W] BHD) K
T SCHR, e MR A TR, SR LG AT B
2 Lt 1423,
2.2 Meta SHTER

e g FOB SVTH4H 42 APVT ., BCS, MVT 34
WA, BAWTREREACC vs. (CT+TT) | &
PEREAITT vs. (CT+CC) . MHMABACC vs. TT,
HBPEBAICT vs. (CC+TT) . {7 HEPEBLEIT vs.
CHr AT, Metasdr A R 0L 362, 78 Wb M55 20 i A
JNAEARITR , MTHFRIEHF C677T SNP5SVTH X H
PEA Gt 5 X, $E8 CC 3k R AT RE I fE AR
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SVTH MR . TERRPERIAIT, MTHFREEHC677T
SNPESVT M PVTW A B KEER G it X,
P& 7R T'T K& A Y AT B 1S 0 F8 AR SV T APV T 1y KU
(Kl2-3) . HEEMEFBAT, MTHFR3 K
C677T SNPSSVTEMVTIV 4 () KBt A 4812 =
S, HR N T A A 3 K AT BE SN RSV T RIMV T X
K (E4-5) .
2.3 BRI

MFEIHIE B mErkanZE" . SalamaZg!
El SebayZ5:"” | VenturaZ™'fYHWE ¥ P<0.05,
PR AR B SCHk . 7E AERETR . BIBREL Sebay
APURFBCSW 4 (P=44%, P=0.145) % HEHA
BB REAL, & VenturaZsPmSVTA (I°=44%,
P=0.050) MPVTW4 (I’=40%, P=0.122) 5
PG IR FEAC . EAINAE RS, BBk Salama !
IPVTIE4 (I°=46%, P=0.102) 5 M4 B
BT, W& VenturaZE N PVTIF4H ( I'=32%,
P=0.192) By 5 Bk A W W BEAR . 7 55 7 5
BETR, S VenturaZ™ W SVTA (I°=48%,
P=0.034) FIPVTIL4 (I°=49%, P=0.066) [
ST B B REAR . AE HATR A5 BE A A —
WIBR X 4% SCRRIE, 5 BT v R W] B A2 4k, 2R
S A BE SRR T Salama s El SebayZEP!

Venturaf;‘ff:[zz]O

PubMed (n=86) . Cochrane (n=19) . OvidSP ( n=
1166) ., Wiley( n=1 031 ), EBSCO( n=13 ) | Elsevier( n=684 ) |
Springer( n=711 ), CBM( n=26 ), CNKI( n=884 ) T (n=49 ),
A (n=24)

Y
| S8 5 SRR A SR (n=2174) |

> HEBR R & MTHEFR %:[8 C677T
SNP 5 SVT JeH M 1) SCHik (n=
2094) | HEBRZEM . AFIRIE
1 Meta 341 (n=56)

Y
| BRSO, T . 2SO AR (n=24) |

BRI (n=5) |
Y

|AWASERE . SE RN (n=19) |
B kiR

Figure 1 Literature screening process
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Table 1 Characteristics of SVT groups and control groups
. . . ; o FE AR5 S LR MAF HWE
HB—1EH SRR ER ZH 5 etk G T C T = s
Miinchow, % 2/ 1999 7 ] CT 4 27 KR 3 KR KRR — —
X HE 2R 100 ERI 8 KR RERK PR GRIE
Heller, 25 *12000 Fidss| SVT 41 65 Kk 4 KRR RER — —
X A2 100 RS 1 KR REK PSR GRIE
Amitrano, % 12000 BERA O pvT 4l 23 KK 10 KK KRR —
X He 2l 471 KL 80 AR KRR BRIE ORI
Li, %5 2002 Fp [ BCS 21 41 13 9 45 37 — —
X A2 80 38 8 110 50 0.31 1.000
Bhattacharyya, %5 12004  EJfE PVT 4 29 23 0 52 6 — —
BCS 41 29 22 0 51 7 — —
X A2 68 52 0 120 16 0.12 0.583
Pinto, 2 ®12004 A PVT #4H 14 7 3 18 10 — —
X HEZH 28 AR 5 KR RRK GEORE GRIE
Mangia, 2§ 1 2005 HAM pVT4 43 RN 9 R REK —
X R 176 KK 39 REK KRR TEatE BRIHE
Agaoglu, % "1 2005 +HHE  MVT4H 16 5 1 20 12 — —
X AR 2 33 18 0 51 15 0.23 0.160
Erkan, 4 2005 +HH PVT 4H 36 28 0 64 8 — —
X A2 137 121 3 255 19 0.07 0.016
Pasta, 2 " 2006 ol PVT 4 80 26 19 87 73 — —
POk 76 31 9 98 54 0.36 1.000
Salama, % 12007 E[I g PVT 4] 40 36 2 74 6 — —
X HEZH 20 16 2 34 6 0.15 0.031
A=, 45 12008 F ] MVT 41 63 15 21 57 69 — —
X A2 128 44 22 150 106 0.41 1.000
Gabr, 2 "™ 2010 e K PVT #H 21 5 7 19 23 — —
X HEZH 75 46 7 114 36 0.24 0.110
Vaya, % " 2011 PaEEd BCS 4 16 6 2 20 12 — —
MVT 2H 8 2 1 9 7 — —
PVT 41 18 6 6 18 18 — —
X A2 79 23 14 88 70 0.44 0.648
HE | 45 22012 R BCS 4H 60 13 21 52 68 — —
X HEZH 60 27 10 77 43 0.36 0.259
El Sebay, 45”2016 93 BCS 4H 35 15 0 50 20 — —
X A2 15 15 0 30 0 0 0.000
Ventura, 25 2016 ol PVT 4H 38 12 13 37 39 — —
X HE 2R 112 82 8 186 38 0.17 0.003
Pasta, % 1212016 ol SVT 4 482 KK 129 KER OKEXK
Xif 2 150 K 20 AR REK RIHE RIS
Ghaznavi, 25 2016 1R PVT 41 10 5 1 14 6 — —
X R 80 50 3 127 33 0.21 1.000
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&2 SVT REIAK Meta TR
Table 2 Meta-analysis results of SVT and its subgroups

== 44
B ML R L Mo .
CCus. (TT+CT) SVT 13 57 0.005 Rt 0.51 0.34~0.76 0.001
PVT 8 64 0.006 REAIL 0.57 0.32~1.04 0.068
BCS 5 61 0.035 REAIL 0.55 0.25~1.19 0.127
MVT 3 0 0.744 [ 7 0.56 0.32~0.10 0.048
TTvs. (CC+CT)  SVT 17 23 0.197 [ 5 2.27 1.77~2.90 <0.001
PVT 11 44 0.066 [ 223 1.57~3.17 <0.001
BCS 5 19 0.292 [iE] 2.08 1.16~3.75 0.014
MVT 3 0 0.436 [i&] 5 2.19 1.17~4.11 0.015
CCvs. TT SVT 13 43 0.064 [ 72 0.33 0.23~0.47 <0.001
PVT 8 55 0.037 [SiEg3]N 0.33 0.14~0.79 0.012
BCS 5 53 0.119 REAIL 0.41 0.14~1.18 0.099
MVT 3 0 0.477 i 0.38 0.18~0.80 0.012
CTvs. (CC+TT)  SVT 13 28 0.163 fi] 7 1.21 0.96~1.54 0.108
PVT 8 36 0.143 ik 1.16 0.83~1.63 0.387
BCS 5 40 0.154 fiE] 1.41 0.94~2.11 0.093
MVT 3 1 0.365 fi] 1.01 0.61~1.68 0.967
Tus. C SVT 13 65 0.001 RifAIL 1.84 1.33~2.55 <0.001
PVT 8 73 0.001 R AL 1.73 1.04~2.89 0.035
BCS 5 61 0.035 Fiti b 1.59 0.90~2.84 0.113
MVT 3 0 0.545 fif] 1.64 1.14~2.36 0.008
Study %
D OR (95% CI) Weight
Ghaznavi, % #2016 : 2.85(0.27, 30.39) 0.73
Pasta, %5 #2016 — 2.38 (1.42, 3.96) 27.02
Ventura, 25 12016 — 6.76 (2.53, 18.07) 3.22
M, 4 PY2012 —_— 2.69 (1.14, 6.37) 7.86
Gabr, % ""12010 —_— 4.86 (1.47,16.05) 247
Vaya, 2 12011 —_— 1.27 (0.50, 3.23) 9.23
i3, 4 2008 —_— 2.41(1.20, 4.83) 11.70
Erkan, % "''2005 L 0.53 (0.03, 10.42) 1.77
Agaoglu, 2 "1 2005 L 6.48 (0.25, 168.35)  0.37
Mangia, % 12005 —_ 0.93 (0.41, 2.10) 14.64
Pinto, % *1 2004 L 1.25 (0.25, 6.22) 3.17
Salama, %5 "1 2007 L 0.47 (0.06, 3.64) 3.06
Li, % 2002 T 2.53(0.90, 7.16) 5.12
Amitrano, % 12000 — 3.76 (1.59, 8.87) 5.09
Heller, % ®12000 ! 6.49 (0.71, 59.44) 0.89
Miinchow, % 1 1999 — = 1.44 (0.35, 5.83) 3.66
El Sebay, % *'12016 | (Excluded) 0.00
Bhattacharyya, %5 "1 2004 : (Excluded) 0.00
Overall (I-squared=22.6%, P=0.197) <> 227 (1.77, 2.90) 100.00
1
T ! T
0.00594 1 168

2 [RMEET MTHFR £E C677T SNP 5 SVT X RHFRHE
Figure 2 Forest plot of association of MTHFR C677T SNPs with SVT under recessive model
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Study %
D OR (95% CI) Weight
Ghaznavi, % 12016 2.85(0.27, 30.39) 1.55
Ventura, 212016 - 6.76 (2.53,18.07)  6.88
Gabr, 2 812010 , 4.86 (1.47,16.05)  5.27
Vaya, 55 ' 2011 - 2.32(0.74, 7.24) 8.94
Erkan 3 “”2005 ; 0.53 (0.03, 10.42) 3.77
Mangia, % ¥ 2005 T - 0.93 (0.41, 2.10) 31.26
Pinto, 2 1 2004 ; 1.25 (0.25, 6.22) 6.76
Salama, 25 2007 : 0.47 (0.06, 3.64) 6.54
Amitrano, % 12000 [ A 3.76 (1.59, 8.87) 10.87
Pasta, %5 219006 [ 2.32(0.98, 5.51) 18.17
Bhattacharyya, %5 "1 2004 ] (Excluded) 0.00
Overall (I-squared=43.8%, P=0.066) <|> 2.23(1.57, 3.17) 100.00
1
0.0266 376
3 BRMEREIT MTHFR EBE C677T SNP 5 PVT X RHIFHRHKE
Figure 3 Forest plot of association of MTHFR C677T SNPs with PVT under recessive model
Study %
D OR (95% CI) Weight
Ghaznavi, 2 12016 — 1.65 (0.59, 4.62) 5.67
Ventura, % #2016 | —— 5.16 (2.92,9.12) 9.38
E1 gebay 2 12115016 : 24.76 (1.45,424.33) 1.19
e A o 2012 = 2.34(1.39,3.94) 9.85
Gdbr ff %2010 [ 3.83 (1.88,7.83) 8.05
Vaya 195011 ' 0.99 (0.58, 1.69) 9.72
23, 45 12008 ey 1.71 (1.11, 2.63) 10.69
Pasta, 2 12 2006 | 1.52 (0.97, 2.40) 10.46
Erkan, 2 112005 H= 1.68 (0.70, 4.01) 6.78
Agaoglu, A’f 19 5005 - 2.04 (0.81,5.11) 6.42
Salama, 2 12007 T 0.46 (0.14, 1.53) 4.70
Bhattacharyya, %5 ' 2004 R 0.95 (0.43, 2.06) 7.51
Li, % 2002 — 1.81 (1.05, 3.13) 9.57
Overall (I-squared=65.5%, P=0.001) —<:>— 1.84 (1.33, 2.55) 100.00
NOTE: Weights are from random effects analysis !
T L T
0.00236 1 424
B4 SAEFEERET MTHFR £E C677T SNP 5 SVT X RMZRME
Figure 4 Forest plot of association of MTHFR C677T SNPs with SVT under allele gene model
Study %
D OR (95% CI) Weight
Vaya, % " 2011 : 0.98 (0.35, 2.76) 16.09
AL, 4 14008 s 171 (1.11, 2.63) 70.30
Agaoglu, 25 12005 | 2.04 (0.81,5.11) 13.61
<:1;> 1.64 (1.14, 2.36) 100.00
Overall (I-squared=0.0%, P=0.545) !
1
0.196 1 511
5 ZMEFEEET MTHFR ERE C677T SNP 5 MVT X REIFRHE
Figure S Forest plot of association of MTHFR C677T SNPs with MV T under allele gene model
2.4 ZRRE P=0.266 ) FEgger'skKi % (t=0.82, P=0.445) |

PIM VT 2H N A A 35 I b SCiik , AN E kAT
KRBT BRI, SVTBege'sKi 55
(t=-0.86,
PVTW 2 ) Begg' sk (Z=1.11,

(Z=0.67, P=0.502) FlEgger sk i
P=0.410) .

O MR o F B FAEPH

MEgger' sk (t=-0.64, P=0.567)

BCSW.ZH ¥ Begg sk % ( Z=-0.24, P=1.000)

LRI

Gt B TERIERET, SVTHBegg sk K

(2=0.05, P=0.964) FiEgger'sf ¥ (

t=-0.24,
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P=0.814) . PVTW 4 Begg'ski s ( Z=0.36,

P=0.721) FiEgger'skKi%: (t=-0.75, P=0.475) .
BCSW 4 Begg st (Z=1.04, P=0.296) Fl
Egger'ski 8 (t=-3.53, P=0.176 ) 45 R4
PR, fEARMEIE R, SVTHBegg sk
(2=0.16, P=0.876) FiEgger'ski ¥ (t=0.39,
P=0.707 ) . PVTﬂZﬁE@Begg'S*ﬁg{ﬁ (Z=0.60,
P=0.548 ) }ﬂEgger's*\/j%} (t=1.12, P=0.315) .
BCSW 4 Bege sk (Z=1.04, P=0.296) 4%
R TLG T #E Y, MEgger'sk (t=13.28,
P=0.048 ) Z5 R A G FE L, 456 HkwK, AT
REf kFKLFmMA (E6A) . LB IEBAT,

SVTHBegg st (Z=1.89, P=0.059) %45 T4

0 0.5 1
S.e. of: log [OR] A

B 6 ZRmENMN
55 SVT ity 3} Pl
Figure 6 Analysis of publication bias

A FAEE MTHFR #£[8 C677T SNP 5 BCS il 3-&l; B

P2 X Egger sk 8 (t=2.30, P=0.042) %

ﬁ%ﬁ%ﬁfféx, e Hiw kK, af aﬁi{%@iﬁ%
fifar (6B ) 5 PVTW AL Begg'siide (Z2=0.87,
P=0.386) I‘HEgger'sKjQﬁ (t=-0.32, P=0.757) .
BCSW 4 Begg'sKi 4 (Z=0.24, P=0.806) Al
Egger'sKi M (t=2.23, P=0.112) LR IG5 it%
B, EHEMERBEAT, SVTHBege'sti Kk
(2=0.31, P=0.760) FiEgger'ski ¥ (t=0.22,
P=0.833) . PVTW 41" Bege'sKi g (Z=1.11,
P=0.266 ) FlEgger'sf iy (t=—1.13, P=0.301) .
BCSW 4 HBegg sk (Z=-0.24, P=1.000) Al

Egger's*ﬁf%j (t=0.25, P=0.819) 4R IG5 it
2.
4_
2_
I~
S -
&
S
2
_4-| T T T
0 0.5 1 1.5

S.e. of: log [OR] B

S PR MTHFR 2 C677T SNP

A: Funnel plot of association of MTHFR C677T SNPs with BCS under additive model; B: Funnel

plot of association of MTHFR C677T SNPs with SVT under co-dominant model

3 it i’

MTHF R J& M- g K 7] 8 2 b 22 2 A 0 /9 oG 4
iz —., MTHFRIEH 67707 S C—oTHZEAS, WA
BT VR ML G A AR A R, T 51 MT HF R 1%
PEREAG . = [ 80 2 e S W I E o TT 3 PR 78 ] ol o
b R KT R AR L [ B e R KO TR, SR
AHOE PG 1 & AP MTHFRIEK C677T SNP 5L

W, R TANNAE . S5 TLMORE . £ kMR

AN oo v OSSN | o e o N B e A
Jifr e 1) By TR A AR S T BRI R A9 TIE I 4 R &
PAMTHFRIEH C677T SNP5 208 R . A JHE R 55
TR A AR SRS (T R R BT 3 5 IR A
T SEOBH DR e AL I JRE A8 LW DR B A O i
Py DAL, 348 g 01 R ) 28 2 e R i 2 400 )
Jok BEL 2E i) f& B I £ 22—, fHMTHFR C677T SNPY

O MR o F B FAEPH

R 19X 5 i fok BEL 9 1) B Jee kTG AH S MR e [R) AR 2
e 2 2 mﬁ’@mlﬁ]%ﬂmﬁﬂﬁﬁ/ﬁkﬁﬂuzﬁ*lﬁ’]ﬁ 5
K% 2Z—, MTHFR C677T SNPX& ik ifi v i 2
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