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[HE] B #RUH/D RNA(MIR)-23a.miR-1247-5p AZLERFEALR FHFRILER, F94H miR—23a.miR-1247-5p FKik
Sl mEEERRRERTEMGENXERE, Ak WE2012418ZE2013F 12 BERUTE_ARBERTFAYIRE 150 4
IBRERERENIIRREARA K FEE I B EARAR, F A RT-PCR AR MALL A S mR-23a.miR-1247-5p Rk KFE, BEEH
#r miR-23a.miR-1247-5p FILKFE 5 BF I RFIEIFME X R ; Kaplan-Meier £ 17 22 HrA<[E miR-23a. mIR—1247—5p Fik
7J<$$%E’J7|<F$ﬁ'*ﬁﬂoc #2247 miR—-23a.miR-1247-5p W R EMENTUNNE, &R SEEEHALMEL, AREA
41 miR-23a FIA KL S .miR-1247-5p FIAKFEAR (1Y P<0.05), ILEREALR miR-23a Kk KESMHBER D FHEHKE
2% TNM 5 EF (19 P<0.05),miR-1247-5p FikKF SALRIEN R . F 0B SHE &R TNM 2 E88F % (15 P<0.05),
miR-23a & 3ki& .miR-1247-5p RFIL BEFHRG 5 FREFER P A FREHIDHIETF miR-23a kFKik .miR-1247-5p &3
LEBHE(1Y P<0.05), 1 WFLERFEZALR miR—23a.miR—1247-5p FiAKFEX BEFETNA AUC 5514 0.709(95%CI: 0.625~0.793 ).
0.690(95%C1:0.606~0.775), R E 7173 0.812.0.749, 7 E B4 0.637.0.622, it IFLEREELA miR-23a FKiL LiF,
miR-1247-5p &AL TR, B5EBETEH X NARERERNGFREALR miR-23a.miR-1247-5p FiAKFE XN BETMETNE —
] SNER
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[ Abstract ] Objective To investigate the expression of microRNA(miR)-23a, miR—1247-5p in breast cancer tissues, and
its relation with the clinicopathological.characteristics and prognosis of patients. Methods Breast cancer and adjacent tissue
samples were collected from 150 patients who underwent surgical resection in Kunshan Second People's Hospital from January
2012 to December 2013. The-relative expression of miR-23a and miR-1247-5p in tissue samples were detected by the
real-time RT-PCR (gRT=PCR) assay. Univariate analysis was performed to examine the relationship between the expression of
mir-23a, mir—1247-5p-and the clinicopathological characteristics of patients. Kaplan Meier survival curve was used to analyze
the postoperative survival of patients. ROC curve was applied to determine the prognostic value of mir-23a and mir—1247-5p for
breast cancer patients. Results Compared to the adjacent normal tissues, the relative expression of miR-23a was increased,
miR-1247<5p was decreased in the breast cancer tissues(all P<0.05). The miR-23a expression in the breast cancer tissues was
correlated with tumor diameter, molecular subtype, lymph node metastasis and TNM stage. The miR—1247-5p expression was
eorrelated with histopathological classification, molecular subtype, lymph node metastasis and TNM stage of breast cancer(all
P<0.05). The overall 5-year survival rate and median survival time of patients with high expression of miR-23a and low expres—
sion of miR-1247-5p were lower than those of patients with low expression of miR-23a and high expression of miR-1247-5(all
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P<0.05). The area under the curve (AUC) of miR-23a and miR-1247-5p for prognosis of breast cancer were 0.709 (95%CI:

0.625-0.793), 0.690(95%CI:0.606-0.775), with the sensitivity of 0.812, 0.749, and specificity of 0.637, 0.622, respectively.
In the breast cancer tissues the expression of miR-23a is increased, the expression of miR—-1247-5p is decreased,

clusion

Con-

which are closely correlated with patients prognosis. The detection of mir—-23a and mir-1247-5p expression in postoperative

breast cancer tissue may have certain clinical value for prognosis prediction.

[ Key words ] Breast cancer miR-23a miR-1247-5p Molecular subtype Lymph node metastasis  Survival
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B2 &) BT 45, BE i RT—PCR J2 /& & , miR-23a.,
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K315 miR-23a . miR-1247-5p AXFFEKF .

1.3 WESE (D) B F A U557 E W A
miR-23a.miR-1247-5p FRikKF-; (2) 53 A FL AR s 20 21
miR-23a.miR-1247-5p ik K5 B i R B R
IE HIUS DG FR |, Kokt B85 T fs A T AN

1.4 GiilepabsE SR SPSS20.0 eit#ift. R
Phaxsern , 24 WECR R R J7 25 508, PR LR
FHPIAST FEAS ¢ K256 o >R Kaplan—Meier 3522l A= A7 i
2, AL BB A AE 2R 1 FLBCR H log—rank 555, R
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F 1 FABYRAL SRS IEF4HE miR-23a.
miR-1247-5p kK- H A
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FORK- 5 BE AR ZORAS RS SR B S)
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(61 i), 57 ROC ZWim Hbi il 455 7R Al miR—
23a.miR-1247-5p X 2Lt F 4 10U #0019 AUC J3-5
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