- 499 - R E PG PSS S 2R 2021 4E 4 J145 41 545 4 1] CJITWM, April 2021, Vol. 41, No. 4

L ARIRI
BT OE/NHMFER” G RS A

ST YU Rt EREN? REAT? ZHRT? ks

WE  WAREL — AR F MR HIE . SRRB A TR RN SERIR, L ARESE
ANET AR R BARFMA, $HEERE, FAAALRE, ALBLRT “CHDPHBRL” X
AMFAE, SIIHEAREE IARER AR R EWIRE, AA “wEHDRAARKE” P EFIRG

Fo KRN
KR ApARE; A A 5 N - Badh

Discussion on Depression and Gut Microbiota Based on the Theory of “Xin Connecting with Small
Intestine” BAO Ting-ting" ?, YANG Kai-lin®, LONG Zhi-yong*, REN Feng-ying" ?, ZHANG Yu-long" ?,
WANG Bo-shen"?, and LI Yue-hua' 1 Department of Geratology, Xiyuan Hospital, China Academy of
Chinese Medical Sciences, Beijing ( 100091 ) ; 2 Graduate School, Beijing University of Chinese Medicine,
Beijing ( 100029 ) ; 3 Department of Cardiac Surgery, Beijing Anzhen Hospital, Capital Medical University,
Beijing (100029 ) ; 4 Rehabilitation Department, Guangdong General Hospital, Shantou University Medical
College, Guangzhou (510030 )

ABSTRACT Depression is a mental illness with persistent sadness and reduced interest as the main
clinical features, which is a serious global public health problem and highlight social issues. It is mostly caused
by emotional frustration and stagnation of Gan-qi. This paper explores the modern biological connotation of "Xin
connecting with small intestine" through the review of literature, and further analyzes the close relationship
between the intestinal flora and the occurrence and development of depression, so as to provide ideas for the

theoretical innovation and development of "Xin Connecting with small intestine".
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