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Relationship between /L-6 gene polymorphism and prognosis of
Parkinson's disease

Ying-li Zhang, Wei Wang, Shu-hui Tan
(Department of Neurology, Liaocheng people's Hospital, Liaocheng, Shandong 252004, China)

Abstract : Objective To investigate the relationship between /L-6 gene (rs1800796) polymorphism and the
clinical features of Parkinson's disease and the prognosis of Madopar treatment. Methods From January 2017 to
December 2019, 80 patients with Parkinson's disease (PD group) were collected in our hospital, and 50 healthy
volunteers who came to our hospital for physical examination at the same time were selected as the control group.
The differences of genotype frequency and allele frequency between the two groups were compared, and the
therapeutic effect of different /L-6 genotypes after Madopar treatment was analyzed. Results The percentages of
CC wild type and allele C frequency at C-572G site of IL-6 gene (rs1800796) in patients with Parkinson's disease
were lower than those in control group, while the frequencies of GG homozygote and allele G were higher than
those in control group (P < 0.05). The serum IL-6, UPDRS, PDQ-39, MMSE, and MOCA scores were the lowest
in CC group, followed by CG group and the highest in GG group (P < 0.05). Conclusion The effect of Madopar
on Parkinson's disease is remarkable. The C-572G polymorphism of /L-6 gene (rs1800796) is closely related to the
clinical characteristics of Parkinson's disease and the prognosis of Madopar treatment. Patients with guanine
nucleotide (G) mutation have more serious disease condition.
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FLR, 5% T WA <6 AR & A2 BR i B F 75 A0
H T HR R 28 2R G R B 22 L i RE M 2R JT AR MR BT T
SRR 2202 S D RER AT, DA T B S 2R Y
SRR IR R B, R, SECRZ L REM &
JC S PR B T MIIE 48 2% & AR B0 RS R DY R R T
FECT KA ATIR E ST, R AR L AT fE
ST AL A R AR B A G AR,
W6 3 = DR 7 B AR Y IR K, RS R R I
HAEFE R & BT R 2 81 (single nucleotide
polymorphism, SNP) , H. SNP 5 ZFh ¥ 55 19 & 4 AE1E
WYV OGS i, AF 5T K B A0 i Ak E
sept14 FE K [ SNP i 5, rs73701167 5 6 74 55 Hb [X 7
TG NFE WA 8 AR 10 % AR BAT B DA O, Horp 4%
(PO N P o DI R 3 A PR | I SR ] AN
N PITX3 BE R 22 251 5 W0 46 R A7 72 2 DIAR DGR
L, PRSI BRE A A . K IEANG YT BUS G
fR9 SNP, - X 46 AR BOT6 Y7 AT ARl BA TS

Yo M, A SCHR DT IL-6 52 [H rs1800796 2 245 5 A
EHRMWIERRR, BREWT

1 #ERSAEE®
1.1 —RAER

W 4E 2017 4F 1 H —2019 4F 12 7 W3 i A R
P B k12 B A 4 AR B 80 B4 S 1 4 AR 4
I7i) 09 WA 4 A e R A ) ik 5 A B A 50 8 A S X TR
M. MARHE: O BERIKER . KIEM
WARERN, M2 AMERN; QBENG
ZHIRITIENE; @R FE REKIE T RN
MER, BERAGAMAENR . HEkr#E: O
BOEAETENE Ve R AE B, U R IL-6 /K- 7
W E S QR AR O 0T E D) Ge
AN AP o PG N G 0 PR R B AR R
W4 e B & sk R LB, ER TG FEE X (P>
0.05). W#&E1,

F1 FHAARINZ—MRIERZROER
2151 n B4 WYY, x£5) Wi e/ (mmHg, x +5) #75K %/ (mmHg, x +5)
A4 ARl 80 51/29 67.9 +10.7 131.5+£23.6 92.5+10.3
popiiskiel 50 28/22 66.8 = 10.5 128.9 +23.1 91.3+10.2
XY Ul 0.775 0.612 0.856 0.625
P 0.298 0.533 0.571 0.577
1.2 FHik 20 bpo K Takara Taq B i#E1 7 PCR e i 434 H 1 Fr
121 FERAEME  BIGE-80°CYKA (kg B, ROWAKFR 10 wl, Hrf . DNA B 0.4 pl, Tag DNA

HFRRARAR), BEEHZESE TS (U
AR AR A R A ), 4 A8 RT-PCRAY (3
HABI A A, R E.OHL (LAY R A
FRAED, 15mB0E . 20 ml B, B, W
IKAREE

122 A RBEER E Sohh O AT 50 2
ki 2 ml, BT &AL WGV R 4R (ethyl -
ene—diamine—tetra—acetate, EDTA) BYPLEEEh, R
FHNAMJE I DNA $2 BU ) & (g TR Rk
AR T BB F ST R 4 5L K 20 DNA, i 5
NCBI gene %48 JiE 46 R IL-6 19 KL R %1, R A
primer 5 A5 T 55 C-572G A3 5 1F 2 1] A 48 S 1k
519, IEI . 5-CGACGCGCTCAGTCCCGGTG-3',
I 5'-GTCGCCACGTTGCACCCTAG-3', K i Hy

%A

AWM 0.5 wl, mix WK 2 wl, 1E B 514 %
0.2 pl, A ddH,0 % 10 wl, PCRFEFF K. 94°C i
ZEPE 10 min, #RJ5 HEA 40 IR PCRAG I, BAR S 44dn
T :94°CHEME 30 5, 50°CHR k45 s, 72°CHEAH 30 s,
B 72°CAE 10 min. FffS A5 LA PCR ™4 1450k
ratife . PEGRIE o W F 45 2R R H Sequencer 5.0
Demo # {4 32 R .
1.3 WZIEHRR

gy il ok WA & AR W £E 45 W 4> (Unified
Parkinson's Disease Rating Scale, UPDRS) . & 5 4
& PFE #r & £ (Mini—-Mental State Examination,
MMSE) . 5 ¥ F] /K TA % £ & (Montreal Cognitive
Assessment, MoCA ) FIH 4 2R 4= 7% i g 7] 4 (39—

item Par— kinson disease questionnaire, PDQ—39) PEM
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o SR, 55 IL-6 R 2 M SINE AR BUS 1 C R

BEREZEIRIT IR IR 2 R

UPDRS 73 R 4 4EFE, BOKS#AT R Fnfs2E, H
WiIGsh, BahUIRE, WITMIE R, T2 N%
H, FAas3 N 4EEER A S Hv5ik0~4450),
3B 5 0E R ™ AR B R IE A O

2.1 IL-6EF C-572G fiL & (rs1800796) B & %
SRR

MR 2 w0, 80 il 4 ARk 8 & v, CC AU
3041, CGHEI27M4, GGHI23f; i 50 4 1F % &

MMSE 433 544 Ji . B 9 . IS RS e
. N N SN 75 1, 22 1, 2 [ v
AR i, Ao, o, 5, FCCRANE, COMBD, GoRAR. MR
3340, BI04, SEEINE Ry A AN B IR, R AR
X (P<0.05), Hp, CCHIX MR S TMH4 AR,

RIS, 3% 27 430 R A e R 7

MoCA 43 R AT IhAE . 1042 . W 2s I RE .
BHES . MG EG . EE . EMER S, &
53304y, AMME SN RE AR S UM G, <26 43T
ST

PDQ-39 & £ 0N 8 AN 4E i, BN, Bk
WEEh . RS RIERE . ST . BRI . Aha
L ERE. BIRRE, FiR39MKH, BA4%
HE R BT (0 ~448), M 5 A4 5 2
.
1.4 SFitFERHZE

BOHR 43 BT S FiT SPSS 23.0 Ge it B . Y R
DAESIHC + BRE S (x£5) o, LIA) T W LU 1) o
By, ZOH ) R S 7 2405 R R
PR LR (%) 35, BT RS 3 3o LA
(OR) THUM 4 DRI 50 J 255 {37 35 PR 5 1 4 26 55 ke
WK, P<0.05 K294 5235 3,

CG AUFN GG MR & AR 2l v T X IR . 4 ARl
AR A R L, Z2FA%IT¥E X (P<
0.05) ., Ho, ZEf7 KL C A SR 0 IR 20 i T 0 4 AR
W2, AEALHE DR GO AR I 4 AR 2 s T R

308 3 B LG COR) 900 4 PR 8 J 5 fir 3 B 5
SRR G B Z I Se &, R & KU iR AT
WA, CCARYEY A= AU Y & s L 5 Lkl 0,605, T GG
T4 () R R A L 3.593, SR BE P € R R R
P 0.701, G AR &3 ok 2.093
2.2 AFEIL-6EFE C-572G {if & (rs1800796 ) £
E 225 mE IL-6 /K ER L

CC AL .CG 4l GG 41 1M 1L-6 /K LA, 4
D7 22500, ER A SR E L (P <0.05); 5 CCA L
B, CGH GG 4 1L-6 K P& (1 =13.613 F118.989,
¥ P=0.000); 5 CC 4L, GG HKFER (1=
10.100, P=0.000)., W33,

K2 IL-6EFEC-572G I 5 (rs1800796) EE LA MRILLE:  #(%)

\ SEH R A SN L

o . CCHFAER)  CGURAM)  GGUEAM)  SEOEHCHE  SEOEHGHE
< AR AL 80 30(37.50) 27(33.75) 23(28.75) 87(55.0) 73(45.0)
papiiEdi| 50 31(62.00) 15(30.00) 4(8.00) 77(78.5) 23(21.5)

X H 20.198 13.526

PiH 0.000 0.000

2.3 L-6EE C-572G {ii = (rs1800796) & 14 H 39 . MMSE Fil MoCA ¥F 4> ¥ % & (P <0.05) ; 5 CG

ERMEBEEZERTEITSLEER I %, CC & UPDRS ., PDQ-39 . MMSE F1 MoCA i
80 71 4x FRIG R H AR HELEIRITHT, CCRL.CC AR, GG AL & (P <0.05) . W% 4.,
A GG %I H: % UPDRS . PDQ-39 . MMSE F1 MoCA 153 80 Bl & AR B H L XL EIRIT ), CC R,

WE . &l 220, Z5 A% ¥E X (P<  CC A GG A # # UPDRS. PDQ-39 . MMSE Al
0.05); 5 CC L%, CG & . GG %! UPDRS . PDQ-  MoCA V4> L, & 05 Z 0 M . Z R WA S it %
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R3 IL-6EEC-572G iL s (rs1800796) & 75 4 A L 7R 1%
BEME IL-6 7K FERELE

(pg/ml, X+ts)

B X (P<005);5cc M, ccR . Ge M
UPDRS ., PDQ-39 . MMSE £l MoCA - 43 ¥ %% i (P <

a1 . -6 0.05) ; 5 CG # [ % , CC #J UPDRS. PDQ-39 ,
ce 30 3806 MMSE F1 MoCA ¥ 73 #A% , GG B ¢ &5 (P <0.05) ©
CG Y 27 85+ 1.8 W#E s,
GGH 23 143£2.9
F{H 13.125
P 0.000

F4 IL-6EFE C-572G & (rs1800796) LA MMM EFRFBEBTRHIENLE (xx5)
215 n UPDRS PDQ-39 MMSE MoCA
CCRY 30 4238 +5.32 592+59 20.52+1.35 2033 +1.73
CGH 27 45.52 +5.85% 63.5+5.87 21.43 +1.520 21.87 = 1.85%
GG#Hl 23 47.76 + 5.9612 67.8 +5.302 22.65 + 1.6772 23.51 + 1.9672
FI 13.278 17.298 8.165 15.128
P 0.000 0.000 0.011 0.000

7 - O5 CCMEE, P<0.05; @5 CC R AR, P<0.05,

x5 L-6EEC-572G i (rs1800796) S MM EHRFREBITENIEN LR (x£s)
215 n UPDRS PDQ-39 MMSE MoCA
CCHY 30 30.26 +3.28 32.49 £2.85 16.25 + 0.87 17.12 + 1.05
CGHY 27 35.51 +3.86% 38.72 +3.129 18.36+0.957 19.25 + 1.34%
GGHY 23 39.75 + 4.2702 46.65 +3.2302 20.18 + 0.9302 20.63 + 1.5612
FAY 12.123 13.505 7.123 12.977
P 0.000 0.000 0.008 0.000

- D5 CCAILEE, P<0.05; @15 CGRILLEL, P<0.05.

3 itig

A4 %95 (Parkinsons disease, PD) M R i jfk
B, FERICAFIER FEE . s3hB %, R
HMZEEAR, 2SR5 WL IRAT R
Z o, Mol PR & o A8 i g pi 22 a8 AT 1 0 1 £ 2
B, ™ B AR N fd AR TS BT, JGLL 65
UL BB NBEE M ES, HA, KT RS
AR R AR BRI L o T A s L R 2 AR
THAE, ARSI R A SR 5t 4% X 3R R A B [
FANEAE T B0, MO & I R AT 0 # T £
B R85 DX RN BRI R 3R 7 O T A TR RO LA
TR 2 (SNP) SZEEH K i T AT
1% 1Y 22 78 B 2 A9 DNA J7 81 gl 280 SNP J& A 2] st
s Srp e W —28, TEANSSEFA DT 21

1, A HZERADBA R, HARRARAL M
TR B ] X R A G B R I AR E M L AR R
PR AR E B AR, B R BURR IR B AR
lan, bR, BESE R B A K H -
(transforming growth factor—B,, TGF-B,) [+869T/C {if
MEZBMEEA R TCr-8, e EIEH, REERH
BB TCF-B, K-, M & 75 A g B 2 RN
I K 240 A 0, AT 5 SOWH B 1 AR
UEAESK, BIF5E A BLAILAAR 1 5 0 B 7 -5 A 4
BRI R AR IR R . HAA R -6 (1L-6) &
T AL AAS 5 I 7 N A P8 o7 257 A Sy T Y A A
T 22—, 5T B 1L-6 5 HLIARE 3l 47 76 X L
KF, BIIL-6 /K B K B .00z 2l i A2, [
WF, TL-6 BA 2 ik dh 28 oA S W VEHT, T 7 il 1
JRIRE R, SRR IR Y 1L-6 ELAg £ R A it
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SR, 55 IL-6 R 2 M SINE AR BUS 1 C R

B . 1RZE . PURT A AR YN, R 4 AR
L E A B ST R BN A AR R B TR S = R IR
B TL-6 K, R 1L-6 HA7 fE ik i 2 oe & & e,
1R 735 7K SF- 1 TL-6 15 5 1 48 AE i g m] in = 44 28 7T 1Y)
Bid, IS AR B E R, MH, O
F 9 2 B 4 R B30 7 1T A8 2R % B S 1L-6 7K
S, kb I Ol 2% 7 R T AT A R0 AR
SR . R B FINAITIRE . AR, FRARR
F MG T TL-6 7K R,

T R R IL-6 TR A AR R A L &
JErh Rl e A AR SRR, B — 2P EEXT IL-6 1 SNP
HEATER R, C-572G J& H i 1L-6 W 7% fit £ [ SNP
Pz —, BRI IL-6FE RS 572 o ms e ] 28748 Sk 15
RS HAET, AR R BZALS AR AT 3R -6 7K
I S TR BT C=572G S 2 A
FIL-6J3 8T 5 FLIX, SRS 5848 J5 nl gEH A {2
HEIL-6 FE SR EIRY, WiH, CAMRHRGE T IL-6 C-
572G Z MRS A VR B YA O,

YT BRI, ABESE E Je s X IL-6 C-572G
L 22 25k 55 00 4 AR 2 A5 A7 AE A G ME EA T IR )
F 75 & B A 4 2% W B E -6 3£ [N C-572G 1 4
(1s1800796) CC A= RN 45 A7 FE PR C 451 3 441K T %
WA, 1M GG 4l & B AN 4 FE IR G A8 2 2 v X |
. E— 25 XT IL-6 5L C-572G {37 4, (rs1800796)
() 5% 98 KU AT H 88, CC B A B8 19 2R 0 A 3 AR
9 0.605, i CC 4l & B %) & 9 L e Le & 35 3.593,
Boph P AR A FE N C MG AR, AR 4 ) Ky
0.701 F1 2.093 . I ik 45 R Uk 52 IL-6 C-572G i
A (11800796 ) 1 I 4 58 A #8835 A7 76 T 1y 1 F) 42 A%
9o 9 AU

AW LBl A Y GG B ML 1L-6 /K- i
T A ce B R E I 52 IL-6 C-572G i m,
(rs1800796) Y % 78 ] 5 U 5 /K F 1Y 1L-6 , 1% 25
W5 T IL-6 C-572G {3 55 (rs1800796 ) AIF 5% 11
W —.

AW LS R o, W4 AR B IR YT 5 MMSE
5 MoCA PF43 3546 W35 R I, [) B 4 93 A DG 4t
2 UPDRS. PDQ-39. MMSE Fl MoCA ¥ 43 CC % f%
ik, CCRIRZ, MGG R, UFSE IL-63EH C-572G
L 5 (rs1800796) 22 25 M 5 M 4 A% 105 A7 16 %5 U
(P SE

22 Al i@ o X I-6 3 A C-572G fii i
(rs1800796) ZAMERIKEIN, F5 B F XA 4 2R W &
g RURS: FIE Y7 T A -
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