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HWE BB HITKAEIES TS RNA (IncRNA)DNAJC3-AS1  fi RNA-214-3p(miR-214-3p)f L e 7] S e SN A RS
RIFKFRGRE X . ik InCAREIR ER R 418 IE# S5 A S0P LncRNA DNAJC3-AST KA B ; BEHL 2016 4E 5
HZ 20194 1 HjlﬁTﬂE HR G IR 5 A I e MO Y 86 B Z5 R N .53 51485 P N i e JEL PR X R i S X 5, W AR 4 i
1) 235 R 5 AL 0 6 Iy 9 22 21 4 T 45 i e 2 8. PRV N ) 225 i B e B P, S 916 58 B PCR (qRT-PCR) A 5E 4140 IneRNA
DNAJC3-AS1 . .miR-214- 3pi%1.7k%”— ST L IS 44 IncRNA DNAJC3-AS1 .miR-214- 3p%%1_7k¥‘? 9 NI A BRAE |
TG R I 45 19 41 201 IncRNA DNAJC3-AS1 3235 7K 5 miR-214-3p #H G, ZE W5 B 2% T IncRNA DNAJC3-AS1 5
miR-214-3p KR . &R InCAREUR /T B8 L 45 798 4120 IncRNA DNAJC3-AS1 635 7K F (4.40+0.49) 5 T 1E 4 25 i 40
#1(4.00£0.36) (P<0.05) . qRT-PCR kil b 7 , 55 45 7 Bt 98 1% )8 A (1.71+0.57 .0.67+0.22) 4 L1, , 45 7 %5 41 21 IncRNA DNAJC3-
AS1 FAIKF-(2.63+0.88) FH i (P<0.05) , miR-214-3p A 7K F-(0.31+0.10) FE AL (P<0.05) ; 5 55 41 41 (1.04+0.35 .1.01+0.34 ) A
e, 25 W 96 2H 40 IncRNA DNAJC3-AS1 2 1K K - T 55 (P<0.05) , miR-214-3p 2 35 K F FE MK (P<0.05) o 45 W i 41 21 IncRNA
DNAJC3-AS1.miR-214-3p FRiEIKFAEARR SRR EE bk LS5 % 8% SR CTNM 2307 18T, 4340 22 58 G2 2 L (P<0.05) 5
IR AL IncRNA DNAJC3-AST 35K -5 miR-214-3p £ f A ¢ (r=-0.58, P<0.05) , H. IncRNA DNAJC3-AS1 55 miR-214-
3p AETELE A 07 25 3 IncRNA DNAJC3-AS1 7 #3541 29.75 4 A \miR-214-3p ik & ik 41 30.16 4~ H 45 1 s N RFVEAERAK T In-
¢RNA DNAJC3-AS1 k21420 34.69 1 \miR-214-3p /32 1K5 40 34.37 M H (P<0.05) . Z5iE 5540 S5 MRtk B 45
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Expression and clinical significance of long non-coding RNA DNAJC3-AS1
and microRNA-214-3p in colon adenomatous polyps and colon cancer tissues
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Abstract Objective To investigate the expression levels and clinical significance of long non-coding RNA (IncRNA) DNAJC3-AS|
and microRNA-214-3p (miR-214-3p) in colon cancer (CC) tissue and colon adenomatous polyps.Methods The InCAR database was
retrieved to search the expression of LncRNA DNAJC3-AS1 in CC tissue and normal colon tissue. A total of 86 patients with CC and 53
patients with colonic adenomatous polyps admitted to Fengtai Hospital of Integrated Traditional Chinese and Western Medicine from
May 2016 to January 2019 were taken as the research objects. The CC tissue of CC patients, the corresponding paracancerous tissue
and colonic adenomatous polyps of patients with colonic adenomatous polyps were collected. The expression levels of IncRNA DNAJC3-
ASI and miR-214-3p in tissues were determined by real-time quantitative PCR (qRT-PCR) method. The relationship between the ex-
pression levels of IncRNA DNAJC3-AS1 and miR-214-3p in CC tissues and the clinicopathological characteristics and prognosis of CC
patients was analyzed. The correlation between the expression level of IncRNA DNAJC3-AS1 and miR-214-3p in CC tissues was ana-
lyzed, and the relationship between IncRNA DNAJC3-AS1 and miR-214-3p was predicted by bioinformatics.Results InCAR database
analysis showed that IncRNA DNAJC3-AS1 expression level in CC tissues (4.40+0.49) was higher than that in normal colon tissues
(4.00+0.36) (P<0.05). qRT-PCR showed that IncRNA DNAJC3-ASI1 expression level in CC tissues was higher (2.63+0.88) than that in
colorectal adenomatous polyps (1.71£0.57, 0.67+0.22) (P<0.05). The expression level of miR-214-3p was decreased (0.31+0.10) (P<
0.05). Compared with para-cancerous tissues (1.04+0.35, 1.01£0.34), the expression level of IncRNA DNAJC3-AS1 in CC tissues was
increased (P<0.05), and the expression level of miR-214-3p was decreased (P<0.05). The expression levels of IncRNA DNAJC3-AS1
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and miR-214-3p in CC tissues were significantly different in different degrees of differentiation, lymph node metastasis, vascular infil-
tration and TNM stage (P<0.05). The expression level of IncRNA DNAJC3-AS1 in CC tissues was negatively correlated with miR-214-
3p (r=-0.58, P<0.05), and there was a binding site between IncRNA DNAJC3-AS1 and miR-214-3p. The cumulative survival rate of
CC patients was 29.75 (months) in the IncRNA DNAJC3-AS1 high expression group, 30.16 (months) in the miR-214-3p low expression
group, 34.69 (months) in DNAJC3-AS1 low expression group, and 34.37 (month) in miR-214-3p high expression group (P<0.05).Con-
clusion The expressions of IncRNA DNAJC3-AS1 in paracancerous tissue, colonic adenomatous polyps and CC tissue increase suc-

cessively, while the expression of miR-214-3p decreases successively. LncRNA DNAJC3-AS1 is related to miR-214-3p, clinicopatho-

logical features, and prognosis.

Keywords Long non-coding RNA DNAJC3-AS1; Colonic neoplasms; MicroRNA-214-3p;  Colon adenomatous polyps
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T 153 F A a0, %o e 45 W i N T0fS A R AR
B WM, AW AT 0 KRR IS RNA
(long non-coding RNA, IncRNA) 528 A WE 3T
5% 1 RNA (microRNA, miRNA ) 5% 18451y 5 4%
Jg g & A % AT 2. IncRNA DNAJC3-AS1 £ In-
cRNA 1) — 50, Ho 76 25 i J b 2 & 235 L IncRNA
DNAJC3-AS1 i £ 8 75 ff RNA-214-3p (microRNA-
214-3p, miR-214-3p) Fik JE i 4E U 45 W 95 F JEE | In-
cRNA DNAJC3-AS1 A3 BB 1216 45 W 6 10 1 7 4
P 2 RgE M R R R 45 B i (R SRR T A2 | -
cRNA DNAJC3-AS1 7F H 41 41 k% B & IncRNA
DNAJC3-AS1 5 miR-214-3p i & & it 75 iF — 2 45
5%, P, A BFSE K6 I IncRNA DNAJC3-AS1 ., miR-
214-3p T8 A [6] 45 i 95 s vh 19 3R 3K 7K F, 43 BT In-
cRNA DNAJC3-AS1 7£ 45 I 9 tH 5 miR-214-3p [ 4
FetE ¥R FE IncRNA DNAJC3-AS1 ., miR-214-3p 5 2%
NS S
1 BERE5HE
1.1 —f&R VEE20164E5 H £ 201941 AL
Sl G TG B A A B BRI 2 i i A\ 86 14l
o 55 47 91, 2 39 1] 5 A W4 0 il Ry 46~72 %, AR i
(59.73+10.34) % ;<60 %/ =60 % 4% 43 f5i] ; k2 4%
et MR 03 0 54 32491 5 I K AE <5 em .25 em 43
550,36 41 s TNM 230301 . T ~ 0389 57 45, T~V 391 29
5] 5 MR 23 491, i A R TR 1 63 ] 5 A AL AR L AIK
A 25 6, v A AL 61 B 5 A TR 4 B 2
W R 45 i e v S R B N 53 61, 55 27 i, 2 26
] 5 AR RS Bl Ry 46~72 % AF 1% (58.44+10.12) % o A

R ARG T T FE GRS G B &
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121 &AM FEALZHFEL I InCAR %L
& /2 (https : /Incar.renlab.org/#1st-screen ) , {141 K &R
IncRNA DNAJC3-AS1 7£ A [7] 25 Jizg 41 20 v iy i AR
R
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e N 7 A W SN AR DR A AN D S
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1.23 % B & & 2 ¥ PCR (quantitative real-time
PCR, qRT-PCR) % #2822 IncRNA DNAJC3-AS1,
miR-214-3p & A KF  HIRHHEARLERHE, 42
S RNA (TRIzol Reagent, [ IEEMLA=4, A1084) il
£ ¢DNA (M-MLV first strand ¢DNA Synthesis Kit,
OMEGA, TQ2501-01) . 9" 4 ¢cDNA (SYBR Green Re-
altime PCR Master Mix, {5 &5 2% {ih Kii , QPK-201; ¢ 6
SE R PCRAY, ABI A A, ViiA7) 5 CT (. §" %03
P :97.4 °C 9 min;96.3 °C 20 5,62.5 °C 40 5,60 °C
15 5,40 MEH . NS BEHE: GAPDH . U6, J741 L%
1o Wi H B AR ek 5 DL 2 vt

£1 IncRNA DNAJC3-AS1 2 H % GAPDH, miR-214-3p X H N Z U6 5 ¥4

SEH kw54 5-3"

1514 5'-3'

IncRNA DNAJC3-AS1
GAPDH
miR-214-3p

TTGCTCTAAGGCAGGTAGGTAA
AGAGAGCAGGCTCATTGTG
AGCAGGCACAGACAGGCA

U6 GCTTCGGCAGCACATATACT

GGGTCTTCCACAATCGCTCT
GCAGGCCAGGGATCGAATGAT
GCAGGGTCCGAGGTATTC
GTGCAGGGTCCGAGGTATTC
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124 A2 8 F M5 n A8 &% KM
(https: //starbase.sysu.edu.cn/) Hil IncRNA DNAJC3-
AS15 miR-214-3p i a] fEAH XMk

1.3 BEA 45 N iE T o I 8~36 1~ M Bl
Vi, W1 IE] 4 e SR LA ARG O, AR /12 2
Bt 5 5 3, SE R B DT RS S TR H &S
20224F 1 HEAET .

1.4 HiTZEAHE SPSS 25.0 B Wikt . 114
PERLL & + s 53R, PHALIR] LA T o A5G, — & [m] oA
1T 27 220 Bt , 1E— 25 W R L 384T SNK—q £5:
55 s TPBUR B LA (%) 2R AT xR 5 5 25 W s 41 41
H1 IncRNA DNAJC3-AS1 335 7K ¥ 5 miR-214-3p #H
F Pk DL Pearson I 0 M7 5 45 7 98 4H 21 IncRNA
DNAJC3-AS1 miR-214-3p & ik /K 5 25 B 9 s A
TG i) 5 22 4l FH Kaplan-Meier A= 77 th 28 5347, 17 log-
rank K556 o K5 56 /K E «=0.05.

2 BR

21 ICARHIEESREEEHAR . EhHEAR
IncRNA DNAJC3-AS1RiZ/KFELE  InCAR %4
JE A3 AT R L 5 0 45 i 21 20 (4.00+0.36) M L, 45
1 98 2H 27 (4.4020.49) IncRNA DNAJC3-AS1 23k 7K
ST (1=3.62,P<0.05) .

22 EEIEHEALR . EHIREMEE A H IncRNA
DNAJC3-AS1.miR-214-3p Rik /K F LB, 450
ZH 40 IncRNA DNAJC3-AS1 ik K V-85  E A
H 5 (P<0.05) , miR-214-3p ik K VMK T 55 4
2 25 g R PE B (P<0.05) 5 245 g g v B P oh
IncRNA DNAJC3-AS1 33K /K V5038 55 & (P<0.05) ,
miR-214-3p R kKP4 55K (P<0.05) . W32,

R2 /AR AL S5 AR L A IncRNA
DNAJC3-AS1 .miR-214-3p Fik K L #/x + s

2151 BI%C  IncRNA DNAJC3-AS1  miR-214-3p
Fa U4 86 1.04+0.35 1.0120.34
s E N 53 1.71£0.57" 0.67+0.227
) LR 86 2.63+0.88"% 0.31+0.10"?
Fi§ 130.32 177.31
P4 <0.001 <0.001

1 :IncRNA DNAJC3-AS1 K AEIE TS RNA (IncRNA )DNAJC3-
AS1,miR-214-3p A1 RNA-214-3p,

O 5 AL, P<0.05, @545 iR vk B A g, P<
0.05,

2.3 #5079 4H 42 IncRNA DNAJC3-AS1. miR-214-
JpRIEKESFEFMEXRST UG4S
IncRNA DNAJC3-AS1. miR-214-3p £ Ml 2% 5 34 {4
(2.63.0.31) N 5t AR T ¥ W ALK B4 | IncRNA
DNAJC3-AS1(42 f51]) .miR-214-3p (45 {51] ) , LA i F 5§

5T HME R # A 4L, IncRNA DNAJC3-AS1 (44
%) . miR-214-3p (41 ] ) . 45 I ¥ 41 21 IncRNA
DNAJC3-AS1 miR-214-3p & ik 7K P76 M 5] AR 3%
JIRE KN T, 43 AR 22 R G TR L(P>0.05) ,{H
TEA[R AT EE bk LS55 | 1A =3\ TNM 4315
DI, A R A G X (P<0.05) . WL 3.
2.4 Z5R77E A48 B IncRNA DNAJC3-AS1 R i%k 7k
5 miR-214-3p (XM AWIEE 25T TR,
IncRNA DNAJC3-AS1 5 miR-214-3p fE1EL5 G0 5 .

ZE I A U, 28 Pearson 0 M, 25 RN,
IncRNA DNAJC3-AS1 5 miR-214-3p & 1 A ¢ (=
-0.58,P<0.05), WK1,

0.6 7

miR-214-3p
o
~

e
o
L

0.0 1.0 20 3.0 4.0 5.0
Inc-RNADNAJC3-AS1

4 : IncRNA DNAJC3-AS1 A K4 4G RNA (IncRNA)DNAJC3-
AS1,miR-214-3p K RNA-214-3p.
Bl1 25541800 IncRNA DNAJC3-AS1 #iA7KF 5 miR-214-3p
IAH G

2.5 Z5i77E H 2 IncRNA DNAJC3-AS1, miR-214-
IREKEEEHERATEHEXR BEUi2H
2B )5, 86 Bl Zh Mg s AFLAE T 21 ), Kaplan-Mei-
er 2 AE IR 23 HT 7%, IncRNA DNAJC3-AS1 iK1k
20 A= A7 34.69 1~ H ,95%CI: (33.37,36.02) , K T
IncRNA DNAJC3-AS1 & 2354 29.75 4 H ,95%ClI :
(27.01,32.49) , log-rank ¥ 55 {7~ , B fF R 27
F G X (x*=9.96, P=0.002) ; miR-214-3p [k %
IR AETEI 30.16 1 H ,95%CI - (27.51,32.80) , 58 T
B2k 4 3437 A H L 95%CI: (32.83, 35.90)
log-rank ¥ 5 7~ , RV EFRZRASIT¥E XL
(x*=6.52,P=0.011),
3 Tt

S5 T — P R AR R AR Y B W M, 24k
S5 Wi N2 FR IR M S TR A JRETIT R, o T 28
AT T WOATT , D0 A] A 0y b A0 45 W s T
PRI, OB 4k S5 45 I R v B R S5 s AR OC , HL

A4 TS 38 X0 A4 A N7
BT

IncRNA 7] 5 miRNA 454, 31 %F miRNA 84T
R 2 B e A e Y R IE W,
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R3 LEAHL IncRNA DNAJC3-AS1 miR-214-3p k7K -5 45 8 A PO BIRRE 5 2 /61 (% )
P y IncRNA DNAJC3-AS1 miR-214-3p
AR P e meean T Temmems memean M
P51 0.17,0.679 2.18,0.140
b 47 22(46.81) 25(53.19) 28(59.57) 19(40.43)
7 39 20(51.28) 19(48.72) 17(43.59) 22(56.41)
AR 1.68,0.196 2.28,0.131
<60 % 43 24(55.81) 19(44.19) 19(44.19) 24(55.81)
260 % 43 18(41.86) 25(58.14) 26(60.47) 17(39.53)
WKL EEH RS 8.75,0.003 13.60,<0.001
H 32 9(28.13) 23(78.87) 25(78.13) 7(21.87)
J 54 33(61.11) 21(38.89) 20(37.04) 34(62.96)
Ji 1A% 0.03,0.855 1.92,0.166
<5 cm 50 24(48.00) 26(52.00) 23(46.00) 27(54.00)
>5 cm 36 18(50.00) 18(50.00) 22(61.11) 14(38.89)
TNM 434 10.68,0.001 16.25,<0.001
[~ 57 35(61.40) 22(38.60) 21(36.84) 36(63.16)
m~1viy 29 7(24.14) 22(75.86) 24(82.76) 5(17.24)
MR 6.50,0.011 8.47,0.004
f 23 6(26.09) 17(73.91) 18(78.26) 5(21.74)
¥ 63 36(57.14) 27(42.86) 27(42.86) 36(57.14)
AR 11.73,0.001 7.92,0.005
N-iga 61 37(60.66) 24(39.34) 26(42.62) 35(53.38)
stk 25 5(20.00) 20(80.00) 19(76.00) 6(24.00)

1 :IncRNA DNAJC3-AST K48 R4S RNA (IncRNA)DNAJC3-AS1, miR-214-3p i RNA-214-3p, TNM Sy g bk L 45 6 7 731 .

IncRNA ROR1-AS1 7E45 g d v &2 3 238 , FLn] fig F
55 i 96 240 LK 5, 1048 45 B i A LR T, DA AE 45
o 98 e Je R A AR T 53 A1 L IneRNA /MK A
RNA 7 EHE P 1238 52 475 miR-15a K3k, FEMAESLS
o 988 v e A AR E VR L, SR IR T 45 g B 1 T A
AU DL E#FSE W, IncRNA T fiE S 5 45 7 kA=
KR, TS B8, IncRNA DNAJC3-AS1 78 AT 40
R dEE v 2k bR, G S R Y miR-27b Ik vE A
HEHT 40 098 % J% . IncRNA DNAJC3-AS1 7] fE 21877
JHF 200 B 9 % 75 AE B8 A5 s Tang 6 BF9E K B, In-
cRNA DNAJC3-AS1 3 33 5% Wi AH 56 {5 538 % 2F 1 i
345 H 7 9 (colorectal cancer, CRC) & &, HH 5
CRC R A5 A 5, IncRNA DNAJC3-AS1 A Bl h
276 CRC BT S . ARWFIE Bon , S5 41 20 In-
cRNA DNAJC3-AS1 R IAK -1 T 5544 45 i
BN, 5 Han %0 19 &K 30— 3, HLAF & InCAR %4
PR PER ka3, #2755 IncRNA DNAJC3-AS1 1] fig 545
1o 95 s PR AR Ak O R % U0, 3 A BRI, IneRNA
DNAJC3-AS1 Al 845 miRNA ik, F e i fE b &
545 I e A0 L AR 34 B R 0R T, DR R A T — S AR
Je Ve 5 L2357 i Js vk B PR 1 IncRNA DNAJC3-AS1
FIRIK B T 720, $27K IncRNA DNAJC3-AS1
I RES 545 I IR Ve R R R A R e, T 5 1 2 2R

IncRNA DNAJC3-AS1 F 5K, AT REAT B F il R
SE NG o 2205 R B, 45 W g 4 2 In-
cRNA DNAJC3-AS1 F KK FAEAR R SRR\ TNM
I MRS A R S LT o A B R
], #2715 IncRNA DNAJC3-AS1 7] GE 5 0 &5 [ 8 5 s
PEJE K45 i G 20 21 IncRNA DNAJC3-AS1 #Eik7K
SR Al B T 2 R i AR LA g T I R
XTPEIRIT I %6 o LAk, AR BF5E 1 IncRNA DNAJC3-
AS1 = R RN RBAEFRALT IncRNA
DNAJC3-AS1 IR Z ik 41, 78 IncRNA DNAJC3-AS1
52519 m N UG % VIH 5, IncRNA DNAJC3-AS1
A U A 25 s s AN TS BIAR

miRNA 7] 2 5 1M 8 A 5, 5 45 W g 1) 40 e 4
FAKIFHZ5 T LR - B 4k (epithelial-mesen-
chymal transition, EMT) i 46l , 5 8 5 45 1 9 0
PR A WFSE R I, miR-214-3p 1 g miR-
NA 19— b1, HAE 4 e KSR I8, miR-214-3p 1]
L0 I PR 5 4 18 A A0 B R A VR
T4, miR-214-3p 7E CRC Hh ik FH, H¥m 45 &
AL JE M CRC AEPETT A, miR-214-3p
A HE/E CRCIIRYT L AR . AR g o5 41 40 2%
o M e 1 JEL PR 5 B i L 2 1Y) miR-214-3p A6 T 25 251
A A, 25 T 5 Han 55509 & 81, $2 /R miR-214-
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3p BCVF 55 45 W 9 0 0 28 e AR A OG 3 DUIK K
miR-214-3p 110 45 7 9 240 e 16 5 1 4 P sl 553 , 2 s
45 i 9o A B O T BB T AR, DT S i 45 g i i e
RRF LGB OC R i — Y, & PGS e
NAEFA A6 CTNM S (T~ IV 59 A7 i 48732 1 1
I O 25 5L A AR 2SR I miR-214-3p (K 2635 9 5 v
Kt miR-214-3p [k 5 45 7 988 i A RS AT g
AT 5, 45 4R 7R miR-214-3p 1l BEH T-45 9
B2 IR So™ R B A B K W, Ak AR
miR-214-3p KR L 45 79 N REVE AR AR, 48
7G5 R N ZH 2 miR-214-3p 46 I 25 JL B A, )
TGtk 22 R 25 iz des 20 21 miR-214-3p F ik /K-
AT VEAL 25 desie N TS 1500

e YIE B2 M & B, IncRNA DNAJC3-AS]
5 miR-214-3p BH A0 85 o WIRIEAAEIE 5 W
W — 20 UEAT T i — 2 A S S BT L S5 R
TN, KO R UM G $E s 3 Rl BE A [ 5 e 45
Wi 2 HE Ko B JR el R AR 2 TR 1) 4
T P )5 T 235 P g e A R (EEEHIL AR IS 0D 45
AR AT IR AT .

el T S A7) S ) SN
H1 IncRNA DNAJC3-AST R IAK K E i, miR-214-3p
FIRMR T I, 2579 2 20 IncRNA DNAJC3-AS1
FIk/KF- 5 miR-214-3p B HAHSC, H = # ¥ 5 4
s BRARAE AN AL FR B R EL 56 RS | il A IR L TNM
G355 KOs NS00 AH G i R AT Sk 45 iz 98 %) 5 By
126 M i R B SR i — 2 1 2% HT b 451
IE 1R T T T W . ARSI 5 JE ANRE AR 2
B, N — 2D R KA A G5 1IE IncRNA DNAJC3-
AS1.miR-214-3p 545 0m N FS G £ o

R
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